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<212> DNA 

<213> Feline calicivirus 

<220> 
<221> CDS 
<222> (1) . . (2013) 

<400> 1 

atg tgc tea acc tgc 
Met Cys Ser Thr Cys 
1 5 

cat ttc aaa ttg gta 
His Phe Lys Leu Val 
20 

tgt agt aac cct tta 
Cys Ser Asn Pro Leu 
35 

gga act gtt tgg gat 
Gly Thr Val Trp Asp 
50 

tea ata ctt ggt gat 
Ser lie Leu Gly Asp 
65 

cca gtc gtt ccc cca 
Pro Val Val Pro Pro 
85 

cca cac ccc ggt gtt 



get aac gtg 
Ala Asn Val 



ate aac ccc 
lie Asn Pro 



atg tgt tgc 
Met Cys Cys 
40 

tgc gat egg 
Cys Asp Arg 
55 

gat gaa tgg 
Asp Glu Trp 
70 

atg cac tgg 
Met His Trp 



etc atg cac 



ctt aaa tat 
Leu Lys Tyr 
10 

aac aac ttc 
Asn Asn Phe 
25 

tac cca gaa 
Tyr Pro Glu 



tea cca ctt 
Ser Pro Leu 



gca tec act 
Ala Ser Thr 
75 

ggt get get 
Gly Ala Ala 
90 

cat etc att 



tat gat tgg 
Tyr Asp Trp 



etc tct gtt 
Leu Ser Val 
30 

etc ctt ccg 
Leu Leu Pro 
45 

gaa att tac 
Glu lie Tyr 
60 

ttt gac get 
Phe Asp Ala 



gga aaa att 
Gly Lys lie 



ggt aag gtt 



gac ccc 48 
Asp Pro 
15 

ggc ttt 96 
Gly Phe 



gaa ttt 144 
Glu Phe 



eta gaa 192 
Leu Glu 



gtt gac 240 
Val Asp 
80 

ttc cag 288 
Phe Gin 
95 

get gca 336 
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Pro His Pro Gly Val Leu Met His His Leu He Gly Lys Val Ala Ala 
100 105 110 

ggt tgg gac ccc gat ctg cct eta att cga etc gag gcg gat gac ggg 384 
Gly Trp Asp Pro Asp Leu Pro Leu He Arg Leu Glu Ala Asp Asp Gly 
115 120 125 

tea ate aca gca ccc gag caa gga aca atg gtt ggc ggc gtc ate get 432 
Ser He Thr Ala Pro Glu Gin Gly Thr Met Val Gly Gly Val He Ala 
130 135 140 

gaa ccc age gec cag atg tea aca get get gat atg gee ace ggg aaa 480 
Glu Pro Ser Ala Gin Met Ser Thr Ala Ala Asp Met Ala Thr Gly Lys 
145 150 155 160 

age gtt gat tct gag tgg gag gca ttc ttc tec ttt cac ace age gtc 528 
Ser Val Asp Ser Glu Trp Glu Ala Phe Phe Ser Phe His Thr Ser Val 
165 170 175 

aat tgg agt aca tct gaa ace caa gga aag att etc ttc aaa caa tec 576 
Asn Trp Ser Thr Ser Glu Thr Gin Gly Lys He Leu Phe Lys Gin Ser 
180 185 190 

tta ggc cct ttg etc aac cca tat eta gaa cac ctt get aag eta tat 624 
Leu Gly Pro Leu Leu Asn Pro Tyr Leu Glu His Leu Ala Lys Leu Tyr 
195 200 205 

gtt gcg tgg tct ggg teg att gag gtt agg ttc tct ate tct ggc tct 672 
Val Ala Trp Ser Gly Ser He Glu Val Arg Phe Ser He Ser Gly Ser 
210 215 220 

ggt gtc ttt ggt ggg aag etc gca get att gtt gta cct cct ggg gtt 720 
Gly Val Phe Gly Gly Lys Leu Ala Ala He Val Val Pro Pro Gly Val 
225 230 235 240 

gat cca gtg cag agt act teg atg eta caa tac ccc cat gtt ttg ttt 768 
Asp Pro Val Gin Ser Thr Ser Met Leu Gin Tyr Pro His Val Leu Phe 
245 250 255 

gat get cgt cag gtg gaa cca gtt ate ttc tgt ctt cct gat eta aga 816 
Asp Ala Arg Gin Val Glu Pro Val He Phe Cys Leu Pro Asp Leu Arg 
260 265 270 

age ace ctg tac cac ctt atg tct gac act gac act aca tec ttg gtc 864 
Ser Thr Leu Tyr His Leu Met Ser Asp Thr Asp Thr Thr Ser Leu Val 
275 280 285 

att atg gtg tac aat gat etc ate aat ccc tat gee aat gat gee aac 912 
He Met Val Tyr Asn Asp Leu lie Asn Pro Tyr Ala Asn Asp Ala Asn 
290 295 300 

tct tct ggg tgt att gtc act gtc gag aca aaa cct ggc cct gac ttc 960 
Ser Ser Gly Cys He Val Thr Val Glu Thr Lys Pro Gly Pro Asp Phe 
305 310 315 320 

aag ttt cac etc ctt aag cca ccc gga tct atg eta acc cat ggc tct 1008 
Lys Phe His Leu Leu Lys Pro Pro Gly Ser Met Leu Thr His Gly Ser 
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325 



330 



335 



S £ £ g £ 2 £ £ - £ 2 2 5 s s = 

345 350 

£ £ g £ 5 £ £ g £ S £ s s £ s - «. 

3 ^ 3 65 

£ E £ £ £ £ £ £ - £ H « E - g - us, 

375 380 

£ £ £ £ £ g £ £ £ £ £ £ £ £ £ - - 



E £ 2 £ £ g £ E £ £ £ £ £ £ £ £ 

405 4 10 415 

cct gat ggc tgg cct gac acc aca att cct ooo nan n-„ =*. 
Pro As* cl y Pro asp Thr Thr £ £ «J « J* Jt. cc. jet 

^° 425 430 

ggt gat tac gca ate acc aat got act ooc ant- nan 

«Y jjj » la Ile Thr Asn » £ ■£ - £ «c acc « 3 £ 1344 



440 



445 



1248 



1296 



=g£££Eg££££E£££ S 

455 45Q 

5££££g££££E5£5££ 

470 475 480 

£ £ £ £ E £ £ £ £ s £ £ £ £ £ £ - 

490 495 



1392 



1440 



Asn Asn If* a ° C ata gac ca 9 tea aag ate gtc 

Asn Asn Lys lie Asn Pro Cys Asn Thr lie Asp Gin Ser Lys lie vll 

500 5 05 510 

£ £ £ £ £ £ £ £ £ £ s - £ £ - s 
£ £ £ £ £ £ £ £ £ £ £ sjj s ~ s ™ 

535 

£ £ £ £ £ £ £ £ £ £ £ £ £ s « s - 

550 555 560 



1536 



1584 



1632 
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lit ^ C 2? Ca ° CCa att ttC tac aag aac tcc att a ^a ttg 

Ala Arg Gly Gly Asn His Pro lie Phe Tyr Lys Asn Ser He Lys Leu 
565 570 5?5 

gga tat gta att agg tct att gat gtc ttt aat tea caa ate tta cac 
Gly Tyr Val lie Arg Ser lie Asp Val Phe Asn Ser Gin lit ^eu His 
580 585 59Q 

act tcc aga cag tta teg eta aat cat tac eta etc cca cct gat tct 
Thr Ser Arg Gin Leu Ser Leu Asn His Tyr Leu Leu Pro Pro Asp Ser 
595 goo 605 

Itt ?r f ? I at aga ata att gac tca aat ggc tcg tg g ttfc ^t att 

Phe Ala Val Tyr Arg lie lie Asp Ser Asn Gly Ser Trp Phe Asp He 
610 615 620 

gga att gat agt gat ggg ttc tct ttt gtt ggt gtt tct ggc ttt ggt 
Gly lie Asp Ser Asp Gly Phe Ser Phe Val Gly Val Ser Gly Phe Gly 
625 630 635 640 

aaa tta gaa ttt ccc ctt tct gec tcc tac atg gga ata caa ttg gca 
Lys Leu Glu Phe Pro Leu Ser Ala Ser Tyr Met Gly lie Gin Leu Ala 
645 650 655 

aag ate egg ctt gee tct aac att agg agt ccc atg act aag tta 
Lys He Arg Leu Ala Ser Asn He Arg Ser Pro Met Thr Lys Leu 
660 665 670 

<210> 2 
<211> 671 
<212> PRT 

<213> Feline calicivirus 
<400> 2 

Met Cys Ser Thr Cys Ala Asn Val Leu Lys Tyr Tyr Asp Trp Asp Pro 
1 5 io 15 

His Phe Lys Leu Val He Asn Pro Asn Asn Phe Leu Ser Val Gly Phe 
20 25 30 

Cys Ser Asn Pro Leu Met Cys Cys Tyr Pro Glu Leu Leu Pro Glu Phe 
35 40 45 

Gly Thr Val Trp Asp Cys Asp Arg Ser Pro Leu Glu He Tyr Leu Glu 
50 55 60 

Ser He Leu Gly Asp Asp Glu Trp Ala Ser Thr Phe Asp Ala Val Aso 
65 70 75 eo 

Pro Val Val Pro Pro Met His Trp Gly Ala Ala Gly Lys He Phe Gin 
85 go 95 

Pro His Pro Gly Val Leu Met His His Leu He Gly Lys Val Ala Ala 
100 105 no 



1728 



1776 



1824 



1872 



1920 



1968 



2013 



Gly Trp Asp Pro Asp Leu Pro Leu lie Arg Leu Glu Ala Asp Asp Gly 

Ser lie Thr Ala Pro Glu Gin Gly Thr Met Val Gly Gly Val lie Ala 

135 140 

Glu Pro Ser Ala Gin Met Ser Thr Ala Ala Asp Met Ala Thr Gly Lys 

150 155 160 

Ser val Asp Ser Glu Trp Glu Ala Phe Phe Ser Phe His Thr Ser Val 
165 170 175 

Asn Trp Ser Thr Ser Glu Thr Gin Gly Lys lie Leu Phe Lys Gin Ser 
180 i 8 5 19Q 

Leu Gly Pro Leu Leu Asn Pro Tyr Leu Glu His Leu Ala Lys Leu Tyr 
195 200 205 

Val Ala Trp Ser Gly Ser lie Glu Val Arg Phe Ser lie Ser Gly Ser 

Gly Val Phe Gly Gly Lys Leu Ala Ala lie Val Val Pro Pro Gly Val 
225 230 235 Y 240 

Asp Pro Val Gin Ser Thr Ser Met Leu Gin Tyr Pro His Val Leu Phe 
245 255 

Asp Ala Arg Gin Val Glu Pro Val lie Phe Cys Leu Pro Asp Leu Arg 
2 60 



265 



270 



Ser Thr Leu Tyr His Leu Met Ser Asp Thr Asp Thr Thr Ser Leu Val 

275 280 



285 



lie Met Val Tyr Asn Asp Leu lie Asn Pro Tyr Ala Asn Asp Ala Asn 
290 295 300 

Ser Ser Gly Cys He Val Thr Val Glu Thr Lys Pro Gly Pro Asp Phe 
jud 320 -» *- 



315 



320 



Lys Phe His Leu Leu Lys Pro Pro Gly Ser Met Leu Thr His Gly Ser 
325 330 



335 



He Pro Ser Asp Leu He Pro Lys Thr 
340 



Ser Ser Leu Trp He Gly Asn 
345 350 



Arg Tyr Trp Ser Asp He Thr Asp Phe Val He Arg Pro Phe Val Phe 
355 360 365 

Gin Ala Asn Arg His Phe Asp Phe Asn Gin Glu Thr Ala Gly Trp Ser 
U 375 380 

Thr Pro Arg Phe Arg Pro He Ser Val Thr He Thr Glu Gin Asn Gly 
J » b 390 



395 



400 



Ala Lys Leu Gly He Gly Val Ala Thr Asp Tyr He Val Pro Gly He 
405 410 



415 



Pro Asp Gly Trp Pro Asp Thr Thr lie Pro Gly Glu Leu lie Pro Ala 
420 425 



430 



Gly Asp Tyr Ala lie Thr Asn Gly Thr Gly Asn Asp lie Thr Thr 



435 



440 445 
Thr Gly Tyr Asp Thr Ala Asp lie lie Lys Asn Asn Thr Asn Phe 



Ala 



Arg 



«5 460 
Gly Met Tyr lie Cys Gly Ser Leu Gin Arg Ala Trp Gly Asp Lys Lys 



470 



475 



480 



He Ser Asn Thr Ala Phe lie Thr Thr Ala Thr Leu Asp Gly Asp Asn 
485 490 



495 



Asn Asn Lys lie Asn Pro Cys Asn Thr lie Asp Gin Ser Lys lie Val 
500 505 



510 



Val Phe Gin Asp Asn His Val Gly Lys Lys Ala Gin Thr Ser Asp Asp 
515 520 525 

Thr Leu Ala Leu Leu Gly Tyr Thr Gly lie Gly Glu Gin Ala lie Gly 
bJU 535 54 0 

Ser Asp Arg Asp Arg Val Val Arg lie Ser Thr Leu Pro Glu Thr Gly 



550 



555 



560 



Ala Arg Gly Gly Asn His Pro lie Phe Tyr Lys Asn Ser lie Lys Leu 
565 5 7 o 575 

Gly Tyr Val lie Arg Ser lie Asp Val Phe Asn Ser Gin lie Leu His 
580 585 59Q 

Thr Ser Arg Gin Leu Ser Leu Asn His Tyr Leu Leu Pro Pro Asp Ser 
595 6 oo 



605 



Phe Ala Val Tyr Arg He lie Asp Ser Asn Gly Ser Trp Phe Asp lie 
610 615 6 20 

Gly He Asp Ser Asp Gly Phe Ser Phe Val Gly Val Ser Gly Phe Gly 



630 



635 



640 



Lys Leu Glu Phe Pro Leu Ser Ala Ser Tyr Met Gly He Gin Leu Ala 
645 650 655 

Lys lie Arg Leu Ala Ser Asn He Arg Ser Pro Met Thr Lys Leu 
660 665 670 



<210> 3 
<211> 1641 
<212> DNA 

<213> Feline calicivirus 



<220> 
<221> CDS 



<222> (1) . . (1641) 



<400> 3 



gcg gat gac ggg tea ate aca gca ccc gag caa gga aca atg gtt ggc 
Ala Asp Asp Gly Ser lie Thr Ala Pro Glu Gin Gly Thr Met Val Gly 



5 10 



15 



g?v S2 ?f ^ a o cc agc gcc cag atg tca aca gct gct ff» fc at 9 

Gly Val lie Ala Glu Pro Ser Ala Gin Met Ser Thr Ala Ala Asp Met 
20 25 30 ' 

?? C ST n? 9 ^ 9tt gat tCt gag tgg ga ^ g ca ttc ttc tec ttt 

Ala Thr Gly Lys Ser Val Asp Ser Glu Trp Glu Ala Phe Phe Ser Phe 

35 4 °-45 

cac acc agc gtc aat tgg agt aca tct gaa acc caa gga aag att etc 
His Thr Ser Val Asn Trp Ser Thr Ser Glu Thr Gin Gly Lys lie Leu 
50 55 60 

Ph! ^ of 3 o CC " a ggC CCt " g CtC aaC cca tat cta 9** cac ctt 
Phe Lys Gin Ser Leu Gly Pro Leu Leu Asn Pro Tyr Leu Glu His Leu 

65 70 75 80 

get aag cta tat gtt gcg tgg tct ggg teg att gag gtt agg ttc tct 
Ala Lys Leu Tyr Val Ala Trp Ser Gly Ser lie Glu Val Arg Phe Ser 



85 go 



95 



110 



cct cct ggg gtt gat cca gtg cag agt act teg atg cta caa tac ccc 
Pro Pro Gly Val Asp Pro Val Gin Ser Thr Ser Met Leu Gin Tyr Pro 
115 120 



125 



190 



ggc cct gac ttc aag ttt cac etc ctt aag cca ccc gga tct atg cta 
Gly Pro Asp Phe Lys Phe His Leu Leu Lys Pro Pro Gly Ser Met Leu 
195 200 



205 



acc cat ggc tct ate cct tct gat tta att ccc aaa aca tct teg etc 
Thr His Gly Ser lie Pro Ser Asp Leu lie Pro Lys Thr Ser Ser Leu 



48 



96 



144 



192 



240 



288 



ate tct ggc tct ggt gtc ttt ggt ggg aag etc gca gct att gtt gta 336 
lie Ser Gly Ser Gly Val Phe Gly Gly Lys Leu Ala Ala lie Val Jal 
100 105 



384 



432 



cat gtt ttg ttt gat gct cgt cag gtg gaa cca gtt ate ttc tgt ctt 
His Val Leu Phe Asp Ala Arg Gin Val Glu Pro Val lie Phe Cys Leu 
130 135 140 

cct gat cta aga agc acc ctg tac cac ctt atg tct gac act gac act 
Pro Asp Leu Arg Ser Thr Leu Tyr His Leu Met Ser Asp Thr Asp Thr 
145 150 155 ~ leo 

aca tec ttg gtc att atg gtg tac aat gat etc ate aat ccc tat gcc 
Thr Ser Leu Val He Met Val Tyr Asn Asp Leu lie Asn Pro Tyr Ala 
165 170 i 75 

A 31 " ^ tCt tCt 593 tgt att gtC act gtc ^ aca aaa cct 576 

Asn Asp Ala Asn Ser Ser Gly Cys He Val Thr Val Glu Thr Lys Pro 
180 185 



480 



528 



624 



672 
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210 215 



220 



a 52 s = 5 £ 5 = = S 2 5 £ £ £ 2S ™ 

230 23 5 240 

ccg ttt gtc ttc caa gca aat cat cat- hht r™,^ ♦•«.,- 

Pro Phe Va! P he Gln Ma Asn Arg £ £ £ £ £ £ « £ ™ 

245 "0 255 

gca ggg tgg age aca cca egg ttt caa rrt- =>t- = 

Al, «y T t p ser Th r Pro Arg P h ^ £ £ £ £ £ J~ £ £ " 6 

265 270 

E a £ 5 s £ 2 5 £ ™ s E £ s £ £ 

280 285 

52 5 £ £ 5 £ 5 5 £ 5 £ £ £ £ £ £ 

295 300 

ttg ata cca get ggt gat tac gca ate acc aat ggt act gac aat a*c- 
Leu lie Pro Ala Gly Asp Tyr Ala He Thr Asn ll Y Thr %% Tsn £ 



Thr ?hr Sa tT ST ^ ^ &at ata att ^ «c aat 

Thr Thr Ala Thr Gly Tyr Asp Thr Ala Asp lie lie Lys Asn Asn 

325 330 335 



355 360 365 



395 



400 



415 



864 



912 



960 



1008 



1056 



acc aac ttt agg gg C atg tac ata tgt ggt teg etc caa rah ^ h 
Thr Asn P„ e Arg Gly « et ^ Ile £ £ sj £ £ £ £ £ 

ggt gat aag aaa att tec aac act acc t-t-i- *i-n a ^ 

oiy A SP £ Lys Ile ser As „ £ £ £ ;S £ £ £ £ £ 



gat ggt gac aac aac aac aag ate aat ccc tat a«t- = ,- = 

Asn Glv Aen ic. T ._ 7 CCC Cgt aat acc at * gac cag 1152 



Asp 01, Asp Asn Asn A s„ , y3 1U as „ p „ - ~ ^ ™ cag 

375 380 

£ £ £ £ S3 £ £ £ £ £ £ £ £ £ H = - 



£ £ 5 5 £ £ £ £ £ £ £ £ £ £ £ H - 

405 410 



£ E £ £ £ £ s £ £ £ £ £ ££ « £ - 

420 4 25 430 

£ E £ £ E £ £ £ £ £ £ £ £ £ £ - - 



435 440 445 



2 £ 2 2 5 £ S £ 5 2 £ S S £ S 2 "» 

455 460 

Gin Jfo t" 9 a ^ tCC ^ Cag " a tC ^ cta aa t cat tac eta etc 1440 

Gin lie Leu Hxs Thr Ser Arg Gin Leu Ser Leu Asn His Tyr Leu Leu 

47 0 47c 

4 /b 480 

2 5 5 2 S s S 2 2 £ £ 2 2 2 5 2 

485 490 495 

tgg ttt gat att gga att gat agt gat ggg ttc tct tfct ot-h + * 

Trp Phe Asp lie Oly Ue Asp Ser Lp SJ PHe tit Z £J lly Z 

505 510 

Ser !f! pj! ?f " a T tfct CCC Ctt tct *=c ^c tac atg gga 1584 

Ser Gly Phe Gly Lys Leu Glu Phe Pro Leu Ser Ala Ser Tyr Met Gly 
515 520 " " " 



1488 



1536 



525 



ata caa ttg gca aag ate egg ctt gee tct aac att agg agt ccc ata lfi« 
He Gin Leu Ala Lys lie Arg Leu Ala Ser Asn lie A?g Ser Pro Me? " 

535 540 

act aag tta 

Thr Lys Leu 1641 
545 



<210> 4 
<211> 547 
<212> PRT 

<213> Feline calicivirus 



<400> 4 

Ala Asp Asp Gly Ser He Thr Ala Pro Glu Gin Gly Thr Met Val Gly 



10 15 



Gly Val lie Ala Glu Pro Ser Ala Gin Met Ser Thr Ala Ala Asp Met 
20 25 3 0 

Ala Thr Gly Lys Ser Val Asp Ser Glu Trp Glu Ala Phe Phe Ser Phe 
J5 40 45 



His Thr Ser Val Asn Trp Ser Thr Ser Glu Thr Gin Gly Lys II 
50 55 60 



e Leu 



Phe Lys Gin Ser Leu Gly Pro Leu Leu Asn Pro Tyr Leu Glu His Leu 

70 7 5 80 



Ala Lys Leu Tyr Val Ala Trp Ser Gly Ser lie Glu Val 



85 90 



Arg Phe Ser 
95 



He Ser Gly Ser Gly Val Phe Gly Gly Lys Leu Ala Ala II 



100 105 



e Val Val 
110 
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Pro Pro Gly Val Asp Pro Val Gin Ser Thr Ser Met Leu Gin Tyr Pro 
115 120 125 

His Val Leu Phe Asp Ala Arg Gin Val Glu Pro Val lie Phe Cys Leu 



135 



140 



Pro Asp Leu Arg Ser Thr Leu Tyr His Leu Met Ser Asp Thr Asp Thr 
145 150 155 i 6 o 

Thr Ser Leu Val He Met Val Tyr Asn Asp Leu He Asn Pro Tyr Ala 
165 170 1?5 

Asn Asp Ala Asn Ser Ser Gly Cys He Val Thr Val Glu Thr Lys Pro 
180 185 190 

Gly Pro Asp Phe Lys Phe His Leu Leu Lys Pro Pro Gly Ser Met Leu 
195 200 205 

Thr His Gly Ser He Pro Ser Asp Leu He Pro Lys Thr Ser Ser Leu 
210 215 220 

Trp He Gly Asn Arg Tyr Trp Ser Asp He Thr Asp Phe Val He Arg 



230 



235 



240 



Pro Phe Val Phe Gin Ala Asn Arg His Phe Asp Phe Asn Gin Glu Thr 
245 250 255 

Ala Gly Trp Ser Thr Pro Arg Phe Arg Pro He Ser Val Thr He Thr 
260 265 270 

Glu Gin Asn Gly Ala Lys Leu Gly He Gly Val Ala Thr Asp Tyr He 
275 280 285 

Val Pro Gly He Pro Asp Gly Trp Pro Asp Thr Thr He Pro Gly Glu 
290 295 300 

Leu He Pro Ala Gly Asp Tyr Ala He Thr Asn Gly Thr Gly Asn Asp 

3 05 r> i « 



310 



315 320 
He Thr Thr Ala Thr Gly Tyr Asp Thr Ala Asp He He Lys Asn Asn 



325 



330 



335 



Thr Asn Phe Arg Gly Met Tyr He Cys Gly Ser Leu Gin Arg Ala Trp 
340 345 



350 



Gly Asp Lys Lys He Ser Asn Thr Ala Phe He Thr Thr Ala Thr Leu 



355 



360 



365 



Asp Gly Asp Asn Asn Asn Lys He Asn Pro Cys Asn Thr He Asp Gin 
370 375 380 

Ser Lys He Val Val Phe Gin Asp Asn His Val Gly Lys Lys Ala Gin 
385 390 395 ' 400 

Thr Ser Asp Asp Thr Leu Ala Leu Leu Gly Tyr Thr Gly He Gly Glu 
405 410 4 i 5 
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Gin Ala He Gly Ser 
420 

Pro Glu Thr Gly Ala 
435 

Ser He Lys Leu Gly 
450 

Gin He Leu His Thr 
465 

Pro Pro Asp Ser Phe 
485 

Trp Phe Asp He Gly 
500 

Ser Gly Phe Gly Lys 
515 

He Gin Leu Ala Lys 
53 0 

Thr Lys Leu 
545 



Asp Arg Asp Arg Val Val 
425 



Arg Gly Gly Asn His Pro 
440 



Tyr Val He Arg Ser He 
455 



Ser Arg Gin Leu Ser Leu 
470 475 

Ala Val Tyr Arg He He 
490 

He Asp Ser Asp Gly Phe 
505 



Leu Glu Phe Pro Leu Ser 
520 



He Arg Leu Ala Ser Asn 
535 



Arg He Ser Thr Leu 
430 

He Phe Tyr Lys Asn 
445 

Asp Val Phe Asn Ser 
460 

Asn His Tyr Leu Leu 
480 

Asp Ser Asn Gly Ser 
495 

Ser Phe Val Gly Val 
510 

Ala Ser Tyr Met Gly 
525 

He Arg Ser Pro Met 
540 



<210> 5 
<211> 1752 
<212> DNA 

<213> Feline parvovirus 

<220> 

<221> CDS 

<222> (1) . . (1752) 

<400> 5 



atg agt gat gga gca gtt caa cca gac ggt ggt caa cct get gtc aga 
Met Ser Asp Gly Ala Val Gin Pro Asp Gly Gly Gin Pro Ala Val Arg 
1 5 10 -~ 



48 



15 



aat gaa aga get aca gga tct ggg aac ggg tct gga ggc ggg ggt ggt 9 6 
Asn Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Gly Gly Gly Glv 
20 25 ~ 30 

ggt ggt tct ggg ggt gtg ggg att tct acg ggt act ttc aat aat cag 144 
Gly Gly Ser Gly Gly Val Gly He Ser Thr Gly Thr Phe Asn Asn Gin 
35 40 45 



acg gaa ttt aaa ttt ttg gaa aac ggg tgg gtg gaa ate aca gca aac 
Thr Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu He Thr Ala Asn 
50 55 go 

tea age aga ctt gta cat tta aat atg cca gaa agt gaa aat tat aaa 
Ser Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lys 



192 



240 
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65 70 



75 80 



aga gta gtt gta aat aat atg gat aaa act gca gtt aaa gga aac atg 
Arg Val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Met 
85 90 95 

get tta gat gat att cat gta caa att gta aca cct tgg tea ttg gtt 
Ala Leu Asp Asp He His Val Gin He Val Thr Pro Trp Ser Leu Val 
100 105 no 

gat gca aat get tgg gga gtt tgg ttt aat cca gga gat tgg caa eta 
Asp Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin Leu 
115 120 125 

att gtt aat act atg agt gag ttg cat tta gtt agt ttt gaa caa gaa 
He Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe Glu Gin Glu 
130 135 140 

att ttt aat gtt gtt tta aag act gtt tea gaa tct get act cag cca 
He Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser Ala Thr Gin Pro 
145 150 155 160 

cca act aaa gtt tat aat aat gat tta act gca tea ttg atg gtt gca 
Pro Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Val Ala 
165 170 175 

tta gat agt aat aat act atg cca ttt act cca gca get atg aga tct 
Leu Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Met Arg Ser 
180 185 190 

gag aca ttg ggt ttt tat cca tgg aaa cca acc ata cca act cca tgg 
Glu Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr He Pro Thr Pro Trp 
195 200 205 

aga tat tat ttt caa tgg gat aga aca tta ata cca tct cat act gga 
Arg Tyr Tyr Phe Gin Trp Asp Arg Thr Leu He Pro Ser His Thr Gly 
210 215 220 

act agt ggc aca cca aca aat gta tat cat ggt aca gat cca gat gat 
Thr Ser Gly Thr Pro Thr Asn Val Tyr His Gly Thr Asp Pro Asp Asp 
225 230 235 240 

gtt caa ttt tat act att gaa aat tct gtg cca gta cac tta eta aga 
Val Gin Phe Tyr Thr He Glu Asn Ser Val Pro Val His Leu Leu Arg 



245 250 



255 



aca ggt gat gaa ttt get aca gga aca ttt ttt ttt gat tgt aaa cca 
Thr Gly Asp Glu Phe Ala Thr Gly Thr Phe Phe Phe Asp Cys Lys Pro 
260 265 270 

tgt aga tta aca cat aca tgg caa aca aat aga gca ttg ggc tta cca 
Cys Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu Pro 
275 280 285 

cca ttt tta aat tct ttg cct caa tct gaa gga get act aac ttt ggt 
Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe Gly 
290 295 300 



-12- 



gat ata gga gtt caa caa gat aaa aga cgt ggt gta act caa atg gga 960 
Asp lie Gly Val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly 
305 315 320 

aat aca gac tat att act gaa get act att atg aga cca get gag gtt 1008 
Asn Thr Asp Tyr lie Thr Glu Ala Thr lie Met Arg Pro Ala Glu Val ~ 
325 330 335 

ggt tat agt gca cca tat tat tct ttt gaa gcg tct aca caa ggg cca 1056 
Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro 
340 345 350 

ttt aaa aca cct att gca gca gga egg ggg gga gcg caa aca gat gaa 1104 
Phe Lys Thr Pro He Ala Ala Gly Arg Gly Gly Ala Gin Thr Asp Glu 
355 360 365 

aat caa gca gca gat ggt gat cca aga tat gca ttt ggt aga caa cat 1152 
Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His 
370 375 380 

ggt caa aaa act act aca aca gga gaa aca cct gag aga ttt aca tat 1200 
Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Phe Thr Tyr 
385 390 395 ' 400 

ata gca cat caa gat aca gga aga tat cca gaa gga gat tgg att caa 1248 
He Ala His Gin Asp Thr Gly Arg Tyr Pro Glu Gly Asp Trp He Gin 
405 410 415 

aat att aac ttt aac ctt cct gta aca aat gat aat gta ttg eta cca 1296 
Asn He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn Val Leu Leu Pro 
420 425 430 

aca gat cca att ggg ggt aaa aca gga att aac tat act aat ata ttt 1344 
Thr Asp Pro He Gly Gly Lys Thr Gly He Asn Tyr Thr Asn He Phe 
435 440 445 

aat act tat ggt cct tta act gca tta aat aat gta cca cca gtt tat 1392 
Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val Tyr 
450 455 460 

cca aat ggt caa att tgg gat aaa gaa ttt gat act gac tta aaa cca 1440 
Pro Asn Gly Gin He Trp Asp Lys Glu Phe Asp Thr Asp Leu Lys Pro 
465 470 475 ' 480 

aga ctt cat gta aat gca cca ttt gtt tgt caa aat aat tgt cct ggt 1488 
Arg Leu His Val Asn Ala Pro Phe Val Cys Gin Asn Asn Cys Pro Gly 
485 490 495 

caa tta ttt gta aaa gtt gcg cct aat tta acg aat gaa tat gat cct 153 6 
Gin Leu Phe Val Lys Val Ala Pro Asn Leu Thr Asn Glu Tyr Asp Pro 
500 505 510 

gat gca tct get aat atg tea aga att gta act tat tea gat ttt tgg 1584 
Asp Ala Ser Ala Asn Met Ser Arg He Val Thr Tyr Ser Asp Phe Trp 
515 520 525 
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60 

Ser Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lys 

70 75 80 

Arg val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Met 
85 90 95 

Ala Leu Asp Asp lie His Val Gin lie Val Thr Pro Trp Ser Leu Val 
100 105 110 

Asp Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin Leu 

■L-Lj ion 



120 



125 



He Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe Glu Gin Glu 

135 140 



lie Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser Ala Thr Gin Pro 

150 155 160 

Pro Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Val Ala 
165 i 7 o 175 

Leu Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Met Arg Ser 



1632 



1680 



1728 



5 S £ £ £ S £ £ E £ £ 5 S £ E E 

535 540 

5 E E £ E £ 2 £ £ £ g 5 = - £ - 

£ !S E £ £ £ 5 £ £ £ £ £ £ £ £ £ 

565 570 " 575 

caa eta gca cct aga aaa tta tat 

Gin Leu Ala Pro Arg Lys Leu Tyr 1752 
580 



<210> 6 
<211> 584 
<212> PRT 

<213> Feline parvovirus 
<400> 6 

Met Ser Asp Gly Ala Val Gin Pro Asp Gly Gly Gin Pro Ala Val Arg 
5 10 15 

Asn Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Gly Gly Gly Gly 

25 30 

Gly Gly Ser Gly Gly Val Gly lie Ser Thr Gly Thr Phe Asn Asn Gin 

35 40 45 

Thr Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu lie Thr Ala Asn 
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180 



185 



190 



Glu Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr lie Pro Thr Pro Trp 
195 200 205 

Arg Tyr Tyr Phe Gin Trp Asp Arg Thr Leu He Pro Ser His Thr Glv 
210 215 220 

Thr Ser Gly Thr Pro Thr Asn Val Tyr His Gly Thr Asp Pro Asp Asp 
225 230 235 240 

Val Gin Phe Tyr Thr He Glu Asn Ser Val Pro Val His Leu Leu Arg 
245 250 255 

Thr Gly Asp Glu Phe Ala Thr Gly Thr Phe Phe Phe Asp Cys Lys Pro 
260 265 270 

Cys Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu Pro 
275 280 285 

Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe Glv 
290 295 300 

Asp He Gly Val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly 
305 310 315 320 

Asn Thr Asp Tyr lie Thr Glu Ala Thr He Met Arg Pro Ala Glu Val 
325 330 335 

Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro 
340 345 350 

Phe Lys Thr Pro He Ala Ala Gly Arg Gly Gly Ala Gin Thr Asp Glu 
355 360 365 

Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His 
37 ° 375 380 

Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Phe Thr Tyr 
385 390 395 ^ 400 

He Ala His Gin Asp Thr Gly Arg Tyr Pro Glu Gly Asp Trp He Gin 
405 410 ~ 415 

Asn He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn Val Leu Leu Pro 
420 425 430 

Thr Asp Pro He Gly Gly Lys Thr Gly He Asn Tyr Thr Asn He Phe 
435 440 445 

Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val Tyr 
450 455 460 



Pro Asn Gly Gin He Trp Asp Lys Glu Phe Asp Thr Asp Leu Lys Pro 
465 470 475 480 

Arg Leu His Val Asn Ala Pro Phe Val Cys Gin Asn Asn Cys Pro Gly 
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485 



490 



495 



Gin Leu Phe Val Lys Val Ala Pro Asn Leu Thr Asn Glu Tyr Asp Pro 
500 505 



510 



Asp Ala Ser Ala Asn Met Ser Arg He Val Thr Tyr Ser Asp Phe 



515 



520 



525 



Trp 



Trp Lys Gly Lys Leu Val Phe Lys Ala Lys Leu Arg Ala Ser His Thr 
530 535 540 

Trp Asn Pro He Gin Gin Met Ser He Asn Val Asp Asn Gin Phe Asn 
545 550 555 560 

Tyr Val Pro Asn Asn He Gly Ala Met Lys He Val Tyr Glu Lys Ser 
565 570 



575 



Gin Leu Ala Pro Arg Lys Leu Tyr 
580 



<210> 7 
<211> 729 
<212> DNA 

<213> Feline parvovirus 

<220> 

<221> CDS 

<222> (1) . . (729) 

<400> 7 



ggt aca gat cca gat gat gtt caa ttt tat act att gaa aat tct gtg 48 
Gly Thr Asp Pro Asp Asp Val Gin Phe Tyr Thr He Glu Asn Ser Val 
15 10 15 



cca gta cac tta eta aga aca ggt gat gaa ttt get aca gga aca ttt 
Pro Val His Leu Leu Arg Thr Gly Asp Glu Phe Ala Thr Gly Thr Phe 



20 25 



30 



96 



ttt ttt gat tgt aaa cca tgt aga tta aca cat aca tgg caa aca aat 
Phe Phe Asp Cys Lys Pro Cys Arg Leu Thr His Thr Trp Gin Thr Asn 
35 40 45 

aga gca ttg ggc tta cca cca ttt tta aat tct ttg cct caa tct gaa 
Arg Ala Leu Gly Leu Pro Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu 
50 55 60 

gga get act aac ttt ggt gat ata gga gtt caa caa gat aaa aga cgt 
Gly Ala Thr Asn Phe Gly Asp He Gly Val Gin Gin Asp Lys Arg Arg 
65 70 75 " so 

ggt gta act caa atg gga aat aca gac tat att act gaa get act att 
Gly Val Thr Gin Met Gly Asn Thr Asp Tyr He Thr Glu Ala Thr He 
85 90 95 

atg aga cca get gag gtt ggt tat agt gca cca tat tat tct ttt gaa 336 



144 



192 



240 



288 
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Met Arg Pro Ala Glu Val Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu 
100 105 no 



gcg tct aca caa ggg cca ttt aaa aca cct att gca gca gga egg ggg 3 84 
Ala Ser Thr Gin Gly Pro Phe Lys Thr Pro He Ala Ala Gly Arg Gly 
115 120 125 

gga gcg caa aca gat gaa aat caa gca gca gat ggt gat cca aga tat 43 2 
Gly Ala Gin Thr Asp Glu Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr 
130 135 140 



gca ttt ggt aga caa cat ggt caa aaa act act aca aca gga gaa aca 
Ala Phe Gly Arg Gin His Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr 
145 150 155 



480 



160 



528 



576 



cct gag aga ttt aca tat ata gca cat caa gat aca gga aga tat cca 
Pro Glu Arg Phe Thr Tyr He Ala His Gin Asp Thr Gly Arg Tyr Pro 
165 170 ~ 175 

gaa gga gat tgg att caa aat att aac ttt aac ctt cct gta aca aat 
Glu Gly Asp Trp He Gin Asn He Asn Phe Asn Leu Pro Val Thr Asn 
180 185 190 

gat aat gta ttg eta cca aca gat cca att ggg ggt aaa aca gga att 624 
Asp Asn Val Leu Leu Pro Thr Asp Pro He Gly Gly Lys Thr Gly He 
195 200 205 

aac tat act aat ata ttt aat act tat ggt cct tta act gca tta aat 672 
Asn Tyr Thr Asn He Phe Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn 
210 215 220 

aat gta cca cca gtt tat cca aat ggt caa att tgg gat aaa gaa ttt 720 
Asn Val Pro Pro Val Tyr Pro Asn Gly Gin He Trp Asp Lys Glu Phe 
225 230 235 " 240 

gat act gac 729 
Asp Thr Asp 



<210> 8 
<211> 243 
<212> PRT 

<213> Feline parvovirus 
<400> 8 

Gly Thr Asp Pro Asp Asp Val Gin Phe Tyr Thr He Glu Asn Ser Val 
15 10 15 

Pro Val His Leu Leu Arg Thr Gly Asp Glu Phe Ala Thr Gly Thr Phe 
20 25 30 

Phe Phe Asp Cys Lys Pro Cys Arg Leu Thr His Thr Trp Gin Thr Asn 
35 40 45 

Arg Ala Leu Gly Leu Pro Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu 
50 55 60 
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Gly Ala Thr Asn Phe Gly Asp He Gly Val Gin Gin Asp Lys Arg Arg 
65 70 75 80 

Gly Val Thr Gin Met Gly Asn Thr Asp Tyr He Thr Glu Ala Thr He 
85 90 95 

Met Arg Pro Ala Glu Val Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu 
100 105 * HO 

Ala Ser Thr Gin Gly Pro Phe Lys Thr Pro He Ala Ala Gly Arg Gly 
115 12 0 12 5 

Gly Ala Gin Thr Asp Glu Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr 
13 0 13 5 140 

Ala Phe Gly Arg Gin His Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr 
145 150 155 ~ 160 

Pro Glu Arg Phe Thr Tyr He Ala His Gin Asp Thr Gly Arg Tyr Pro 
165 170 175 

Glu Gly Asp Trp He Gin Asn He Asn Phe Asn Leu Pro Val Thr Asn 
180 185 190 

Asp Asn Val Leu Leu Pro Thr Asp Pro He Gly Gly Lys Thr Gly He 
195 200 " 205 

Asn Tyr Thr Asn He Phe Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn 
210 215 220 

Asn Val Pro Pro Val Tyr Pro Asn Gly Gin He Trp Asp Lys Glu Phe 
225 230 235 * " "* 240 

Asp Thr Asp 



<210> 9 
<211> 1860 
<212> DNA 

<213> Feline parvovirus 

<220> 

<221> CDS 

<222> (1) . . (1860) 

<400> 9 

atg gca cct ccg gca aag aga gcc agg aga gga ctt gtg cct cca ggt 48 
Met Ala Pro Pro Ala Lys Arg Ala Arg Arg Gly Leu Val Pro Pro Gly 
15 10 15 

tat aaa tat ctt ggg cct ggg aac agt ctt gac caa gga gaa cca act 9 6 
Tyr Lys Tyr Leu Gly Pro Gly Asn Ser Leu Asp Gin Gly Glu Pro Thr 
20 25 30 

aac cct tct gac gcc get gca aaa gaa cac gac gaa get tac get get 144 
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Asn Pro Ser Asp Ala Ala Ala Lys Glu His Asp Glu Ala Tyr Ala Ala 
35 40 45 

tat ctt cgc tct ggt aaa aac cca tac tta tat ttc teg cca gca gat 
Tyr Leu Arg Ser Gly Lys Asn Pro Tyr Leu Tyr Phe Ser Pro Ala Asp 
50 55 60 



caa cgc ttt ata gat caa act aag gac get aca gat tgg ggg ggg aaa 
Gin Arg Phe lie Asp Gin Thr Lys Asp Ala Thr Asp Trp Gly Gly Lys 
65 70 75 ' 80 



192 



240 



ata gga cat tat ttt ttt aga get aaa aaa gca att get cca gta tta 288 
He Gly His Tyr Phe Phe Arg Ala Lys Lys Ala He Ala Pro Val Leu 
85 90 95 

act gat aca cca gat cat cca tea aca tea aga cca aca aaa cca act 336 
Thr Asp Thr Pro Asp His Pro Ser Thr Ser Arg Pro Thr Lys Pro Thr 
100 105 no 

aaa aga agt aaa cca cca cct cat att ttc ate aat ctt gca aaa aaa 3 84 
Lys Arg Ser Lys Pro Pro Pro His He Phe He Asn Leu Ala Lys Lys 
115 120 125 

aaa aaa gee ggt gca gga caa gta aaa aga gac aat caa gca cca atg 432 
Lys Lys Ala Gly Ala Gly Gin Val Lys Arg Asp Asn Gin Ala Pro Met 
130 135 140 

agt gat gga gca gtt caa cca gac ggt ggt caa cct get gtc aga aat 480 
Ser Asp Gly Ala Val Gin Pro Asp Gly Gly Gin Pro Ala Val Arg Asn 
145 150 155 leo 

gaa aga get aca gga tct ggg aac ggg tct gga ggc ggg ggt ggt ggt 52 8 
Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Gly Gly Gly Gly Gly 
165 170 i 7 5 

ggt tct ggg ggt gtg ggg att tct acg ggt act ttc aat aat cag acg 576 
Gly Ser Gly Gly Val Gly He Ser Thr Gly Thr Phe Asn Asn Gin Thr 
180 185 190 

gaa ttt aaa ttt ttg gaa aac gga tgg gtg gaa ate aca gca aac tea 624 
Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu He Thr Ala Asn Ser 
195 200 205 

age aga ctt gta cat tta aat atg cca gaa agt gaa aat tat aaa aga 672 
Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lys Arg 
21° 215 220 1 

gta gtt gta aat aat atg gat aaa act gca gtt aaa gga aac atg get 720 
Val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Met Ala 
225 230 235 240 

tta gat gac act cat gta caa att gta aca cct tgg tea ttg gtt gat 768 
Leu Asp Asp Thr His Val Gin He Val Thr Pro Trp Ser Leu Val Asp 
245 250 255 

gca aat get tgg gga gtt tgg ttt aat cca gga gat tgg caa eta att 816 
Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin Leu He 



-19- 



260 



265 



270 



gtt aat act atg agt gag ttg cat tta gtt agt ttt gaa caa gaa att 
Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe Glu Gin Glu lie 



275 280 



285 



ttt aat gtt gtt tta aag act gtt tea gaa tct get act cag cca cca 
Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser Ala Thr Gin Pro Pro 



290 295 



300 



act aaa gtt tat aat aat gat tta act gca tea ttg atg gtt gca tta 
Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Val Ala Leu 



305 310 



315 320 



gat agt aat aat act atg cca ttt act cca gca get atg aga tct gag 
Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Met Arg Ser Glu 
325 330 335 

aca ttg ggt ttt tat cca tgg aaa cca ace ata cca act cca tgg aga 
Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr He Pro Thr Pro Trp Ara 



340 345 



350 



tat tat ttt caa tgg gat aga aca tta ata cca tct cat act gga act 
Tyr Tyr Phe Gin Trp Asp Arg Thr Leu He Pro Ser His Thr Gly Thr 



355 360 



365 



864 



912 



960 



1008 



1056 



1104 



agt ggc aca cca aca aat ata tat cat ggt aca gat cca gat gat gtt 1152 
Ser Gly Thr Pro Thr Asn He Tyr His Gly Thr Asp Pro Asp Asp Val 
370 375 380 

caa ttt tat act att gaa aat tct gtg cca gta cac tta eta aga aca 
Gin Phe Tyr Thr lie Glu Asn Ser Val Pro Val His Leu Leu Arg Thr 
385 390 395 400 

ggt gat gaa ttt get aca gga aca ttt ttt ttt gat tgt aaa cca tgt 
Gly Asp Glu Phe Ala Thr Gly Thr Phe Phe Phe Asp Cys Lys Pro Cys 
405 410 415 

aga eta aca cat aca tgg caa aca aac aga gca ttg ggc tta cca cca 
Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu Pro Pro 
420 425 430 

ttt eta aat tct ttg cct caa tct gaa gga get act aac ttt ggt gat 
Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe Gly Asp 
435 440 445 

ata gga gtt caa caa gat aaa aga cgt ggt gta act caa atg gga aat 
He Gly Val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly Asn 
450 455 460 

aca gac tat att act gaa get act att atg aga cca get gag gtt ggt 
Thr Asp Tyr He Thr Glu Ala Thr He Met Arg Pro Ala Glu Val Gly 
465 470 475 480 

tat agt gca cca tat tat tct ttt gaa gcg tct aca caa ggg cca ttt 
Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro Phe 
485 490 495 



1200 



1248 



1296 



1344 



1392 



1440 



1488 
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til ti T S 9 ^ gCa 993 Cgg ggg gga caa aca gat gaa aat 

Si Ala GlY Arg Gly Gly Ala Gln Thr ^sp Si„ Asn 
500 505 510 

Gin 111 nf tat 9Ca tfct Wt aga caa cat ggt 

Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His Gly 

515 520 525 

caa aaa act act aca aca gga gaa aca cct gag aga ttt aca tat 
Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Pne Thr Tyr Til 
u 535 54 0 

gca cat caa gat aca gga aga tat cca gca gga gat tog att caa . Hi- 
Ala Hx- Gin Asp Thr Gly Arg Tyr Pro Ala Sy Asp Trp Tit Gxn 

550 555 56Q 

att aac ttt aac ctt cct gta aca aat gat aat gta ttg eta cca aca 
He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn val Leu Leu Pro Kr 
565 570 5?5 

gat cca att gga ggt aaa aca gga ate aac tat act aat ata ttt aat 
Asp Pro lie Gly Gly Lys Thr Gly lie Asn Tyr Thr Asn lie P^e Asn 
580 5 8 5 59Q 

S£ fc ^ at of* 1 ° Ct tta aCt 903 tta aat aat ^ ta cca cc ^ gtt tat cca 
Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val Tyr Pro 
595 goo 605 

aat ggt caa att tgg gat aaa gaa ttt gat act gac 
Asn Gly Gin lie Trp Asp Lys Glu Phe Asp Thr Asd 
610 615 62 ? 



<210> 10 
<211> 620 
<212> PRT 

<213> Feline parvovirus 
<400> 10 

Met Ala Pro Pro Ala Lys Arg Ala Arg Arg Gly Leu Val Pro Pro Gly 



10 



15 



Tyr Lys Tyr Leu Gly Pro Gly Asn Ser Leu Asp Gin Gly Glu Pro Thr 
20 25 30 

Asn Pro Ser Asp Ala Ala Ala Lys Glu His Asp Glu Ala Tyr Ala Ala 
35 40 45 

Tyr Leu Arg Ser Gly Lys Asn Pro Tyr Leu Tyr Phe Ser Pro Ala Asp 

55 60 

Gin Arg Phe He Asp Gin Thr Lys Asp Ala Thr Asp Trp Gly Gly Lys 

70 75 ~ 80 

He Gly His Tyr Phe Phe Arg Ala Lys Lys Ala lie Ala Pro Val Leu 
85 90 95 
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Thr Asp Thr Pro Asp His Pro Ser Thr Ser Arg Pro Thr Lys 



100 105 
Lys Arg Ser Lys Pro Pro Pro His II 



Pro Thr 



110 



115 



e Phe He Asn Leu Ala Lys Lys 
120 125 



Lys Lys Ala Gly Ala Gly Gin Val Lys Arg Asp Asn Gin Ala Pro Met 



140 



Ser Asp Gly Ala Val Gin Pro Asp Gly Gly Gin Pro Ala Val Arg Asn 

150 155 16Q 

Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Gly Gly Gly Gly Gly 
165 170 



175 



Gly Ser Gly Gly Val Gly He Ser Thr Gly Thr Phe Asn Asn Gin Thr 



185 



190 



Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu lie Thr Ala Asn Ser 



200 



205 



Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lys Arg 

215 ~ 



220 



Val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Met Ala 



230 



235 240 
Leu Asp Asp Thr His Val Gin lie Val Thr Pro Trp Ser Leu 



245 



250 



Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin 
2 60 



265 



Val Asp 
255 

Leu He 



270 



Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe 



275 



280 285 
Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser Ala Thr Gin 



Glu Gin Glu Il« 



Pro Pro 



295 300 
Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Val Ala Leu 



310 



315 3 2 o 
Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Met Arg Ser Glu 



325 



330 335 
Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr lie Pro Thr Pro Trp Arg 



345 350 
Tyr Tyr Phe Gin Trp Asp Arg Thr Leu lie Pro Ser His Thr Gly Thr 



360 



365 



Ser Gly Thr Pro Thr Asn lie Tyr His Gly Thr Asp Pro Asp Asp Val 

375 3 8 o 



Gin Phe Tyr Thr He Glu Asn Ser Val Pro Val His Leu Leu 
385 390 395 



Arg Thr 
400 
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Gly Asp Glu Phe Ala Thr Gly Thr Phe Phe Phe Asp Cys Lys Pro Cvs 
405 4io 



415 



Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu Pro 



420 



Pro 



425 430 
Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe Gly Asp 



440 



445 



lie Gly val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly Asn 

455 a t- 1\ 



460 



Thr Asp Tyr He Thr Glu Ala Thr lie Met Arg Pro Ala Glu Val Gly 



470 



475 



480 



Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro Phe 
485 490 495 

Lys lie Pro He Ala Ala Gly Arg Gly Gly Ala Gin Thr Asp Glu Asn 



500 



505 



510 



Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His Gly 
515 520 525 

Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Phe Thr Tyr He 
530 535 54 0 

Ala His Gin Asp Thr Gly Arg Tyr Pro Ala Gly Asp Trp lie Gin Asn 
545 550 555 56O 

He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn Val Leu Leu Pro Thr 
565 570 575 

Asp Pro He Gly Gly Lys Thr Gly He Asn Tyr Thr Asn He Phe Asn 
580 585 59 0 

Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val Tyr Pro 
595 600 



605 



Asn Gly Gin He Trp Asp Lys Glu Phe Asp Thr Asp 
610 615 620 



<210> 11 

<211> 1431 

<212> DNA 

<213> Feline parvovirus 

<220> 

<221> CDS 

<222> (1) . . (1431) 

<400> 11 

atg agt gat gga gca gtt caa cca 
Met Ser Asp Gly Ala Val Gin Pro 



gac ggt ggt caa cct get gtc aga 48 
Asp Gly Gly Gin Pro Ala Val Arg 
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10 



15 



ri* *f tCt 999 aaC gg 5 tct gga ggc ggg gg t ggt 

Asn Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Sly Gly Gly Gly 
20 25 3 0 

ggt ggt tct ggg ggt gtg ggg att tct acg ggt act ttc aat aat ^ 
Gly Gly Ser Gly Gly Val Gly lie Ser Thr lly Thr P^ Asn Asn Gin 
Jb 40 45 

Thr" Glu III r a T " g g f a aaC g9a tgg ^ ^c aca gca aac 
Thr Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu lie Thr Ala Asn 

55 60 

Ser Ser ITa Leu £? CC " ffM ^ gaa aat tat aaa 

Ser Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lys 

65 70 75 go 

Arc Tl £? aat atg gat ^ aCt gCa gtt aaa «tg 

Arg Val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Me? 

85 90 95 

get tta gat gac act cat gta caa att gta aca cct tgg tea tta att 
Ala Leu Asp Asp Thr His Val Gin lie Val Thr Pro Trp Ser Leu V,l 
100 105 110 

gat gca aat get tgg gga gtt tgg ttt aat cca gga gat tgg caa eta 
Asp Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin Leu 
115 120 125 

att gtt aat act atg agt gag ttg cat tta gtt agt ttt gaa caa aaa 
He Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe Glu Gin Glu 
130 135 140 

f at 9tt gtt tta aag act gtt tca gaa t( =t get act cag cca 
lie Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser La Thr Gin Pro 

150 155 160 

cca act aaa gtt tat aat aat gat tta act gca tca ttg atg gtt gca 
Pro Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Sal Sa 
165 



170 175 



tta gat agt aat aat act atg cca ttt act cca gca get atg aga tct 
Leu Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Mec Arg Ser 
180 i 8 5 



190 



gag aca ttg ggt ttt tat cca tgg aaa cca acc ata cca act cca too 
Glu Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr lie Pro Thr Pro Jg 
19 5 200 



205 



aga 



tat tat ttt caa tgg gat aga aca tta ata cca tct cat act aaa 
Arg Tyr Tyr Phe Gin Trp Asp Arg Thr Leu He Pro Ser His ^hr G^y 
10 215 220 



act agt ggc aca cca aca aat ata tat cat ggt aca gat cca aat aat 
Thr Ser Gly Thr Pro Thr Asn lie ^r His Gly Thr Asp Pro Ts P Ts P 

230 235 240 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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52 Gin pJ if ^ tCt 9tg CCa gta cac tta eta aga 

Val Gin Phe Tyr Thr lie Glu Asn Ser Val Pro Val His Leu Leu Arg 

245 250 255 

aca ggt gat gaa ttt get aca gga aca ttt ttt ttt aat- i-m- » = 
Thr Qly Asp Gl„ Phe Ala Thr Sy Thr Pne Phe Phe Kp Cys £ ITo 
260 2 65 270 

tgt aga eta aca cat aca tgg caa aca aac aga gca ttg ggc tta cca 
Cys Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu Pro 
275 280 285 

Pro ttl ^ a o Ct " g CCt tCt gaa gga gct act aac ttt ggt 

Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe £y 

290 295 300 

Asn Tit rT f ? ^ a ^ 393 Cgt ggt gta act caa atg gga 

Asp lie Gly Val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly 

310 315 320 

aat aca gac tat att act gaa get act att atg aga cca get gag gtt 
Asn Thr Asp Tyr lie Thr Glu Ala Thr lie Met Arg Pro Ala Glu Val 
325 33 0 335 

ggt tat agt gca cca tat tat tct ttt gaa gcg tct aca caa ggg cca 
Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro 
340 345 350 

Ihl rtt o Ct ^ " a Cgg ggg gga ^ caa a ^a gat gaa 

Phe Lys lie Pro lie Ala Ala Gly Arg Gly Gly Ala Gin Thr Asp Glu 
355 3 6 o 365 

Asn Gin l,» nf ^ * 9 * gCa ttfc 9gt a ^ a caa cat 1152 

Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His 

J/U 375 3 8 o 

ggt caa aaa act act aca aca gga gaa aca cct gag aga ttt aca tat 
Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Pne tS Tyr 
385 390 395 



400 



n« ?r u at gat SCa 9ga aga tat cca gca 99 a 9 at tgg att caa 
lie Ala His Gin Asp Thr Gly Arg Tyr Pro Ala Gly Asp Trp lie Gin 



405 410 



415 



aat att aac ttt aac ctt cct gta aca aat gat aat gta ttg eta cca 
Asn He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn Val Leu Leu Pro 



425 430 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1200 



1248 



1296 



aca gat cca att gga ggt aaa aca gga ate aac tat act aat ata ttt 1344 
Thr Asp Pro lie Gly Gly Lys Thr Gly lie Asn Tyr Thr Asn lie Phe 
435 440 445 

aat l at g9t CCt tta aCt gca tta aat aat ffta cca cca gtt tat 1392 

Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val £r 
450 455 460 
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cca aat ggt caa att tgg gat aaa gaa ttt gat act gac 
Pro Asn Gly Gin He Trp Asp Lys Glu Phe Asp Thr Asp 
465 470 475 



<210> 12 
<211> 477 
<212> PRT 

<213> Feline parvovirus 



<400> 12 

Met Ser Asp Gly Ala Val Gin Pro Asp Gly Gly Gin Pro Ala Val Arg 



10 



15 



Asn Glu Arg Ala Thr Gly Ser Gly Asn Gly Ser Gly Gly Gly Gly Gly 
20 25 30 

Gly Gly Ser Gly Gly Val Gly lie Ser Thr Gly Thr Phe Asn Asn Gin 
35 40 45 

Thr Glu Phe Lys Phe Leu Glu Asn Gly Trp Val Glu lie Thr Ala Asn 
50 55 so 

Ser Ser Arg Leu Val His Leu Asn Met Pro Glu Ser Glu Asn Tyr Lvs 
65 70 75 80 

Arg Val Val Val Asn Asn Met Asp Lys Thr Ala Val Lys Gly Asn Met 
85 90 95 

Ala Leu Asp Asp Thr His Val Gin lie Val Thr Pro Trp Ser Leu Val 
100 105 110 

Asp Ala Asn Ala Trp Gly Val Trp Phe Asn Pro Gly Asp Trp Gin Leu 
115 120 125 

He Val Asn Thr Met Ser Glu Leu His Leu Val Ser Phe Glu Gin Glu 
130 135 140 

lie Phe Asn Val Val Leu Lys Thr Val Ser Glu Ser Ala Thr Gin 



145 iso 



Pro 

155 160 



Pro Thr Lys Val Tyr Asn Asn Asp Leu Thr Ala Ser Leu Met Val 



165 170 



Ala 
175 



Leu Asp Ser Asn Asn Thr Met Pro Phe Thr Pro Ala Ala Met Arg Ser 
180 185 iso ~ 

Glu Thr Leu Gly Phe Tyr Pro Trp Lys Pro Thr He Pro Thr Pro Tr D 
195 200 205 

Arg Tyr Tyr Phe Gin Trp Asp Arg Thr Leu lie Pro Ser His Thr Gly 
210 215 220 

Thr Ser Gly Thr Pro Thr Asn lie Tyr His Gly Thr Asp Pro Asp Asp 

230 235 240 

Val Gin Phe Tyr Thr lie Glu Asn Ser Val Pro Val His Leu Leu Arg 
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245 250 255 

Thr Gly Asp Glu Phe Ala Thr Gly Thr Phe Phe Phe Asp Cys Lys Pro 



265 270 
Cys Arg Leu Thr His Thr Trp Gin Thr Asn Arg Ala Leu Gly Leu 



Pro 



280 285 

Pro Phe Leu Asn Ser Leu Pro Gin Ser Glu Gly Ala Thr Asn Phe Gly 
290 295 300 

Asp lie Gly Val Gin Gin Asp Lys Arg Arg Gly Val Thr Gin Met Gly 

310 315 320 

Asn Thr Asp Tyr lie Thr Glu Ala Thr lie Met Arg Pro Ala Glu 



325 



Val 



330 335 
Gly Tyr Ser Ala Pro Tyr Tyr Ser Phe Glu Ala Ser Thr Gin Gly Pro 



345 350 
Phe Lys lie Pro lie Ala Ala Gly Arg Gly Gly Ala Gin Thr Asp Glu 



360 



365 



Asn Gin Ala Ala Asp Gly Asp Pro Arg Tyr Ala Phe Gly Arg Gin His 
J/U 375 330 

Gly Gin Lys Thr Thr Thr Thr Gly Glu Thr Pro Glu Arg Phe Thr Tyr 
385 390 395 400 

He Ala His Gin Asp Thr Gly Arg Tyr Pro Ala Gly Asp Trp lie Gin 
405 410 415 

Asn He Asn Phe Asn Leu Pro Val Thr Asn Asp Asn Val Leu Leu Pro 



420 



425 



430 



Thr Asp Pro lie Gly Gly Lys Thr Gly He Asn Tyr Thr Asn lie Phe 
43 5 44 0 



445 



Asn Thr Tyr Gly Pro Leu Thr Ala Leu Asn Asn Val Pro Pro Val 



450 



455 



460 



Tyr 



Pro Asn Gly Gin He Trp Asp Lys Glu Phe Asp Thr Asp 
465 470 



475 



<210> 13 

<211> 2829 

<212> DNA 

<213> Feline herpesvirus 1 

<220> 

<221> CDS 

<222> (1) . . (2829) 

<400> 13 

atg tec act cgt ggc gat ctt ggg 



aag egg cga cga ggg agt cgt tgg 48 
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Met Ser Thr Arg Gly Asp Leu Gly Lys Arg Arg Arg Gly Ser Arg Trp 
L 5 10 



15 



Gin nil » e S ?? C tat tfct Cga Cag aga tgt tfct ttc «t tct eta 
Gin Gly Hi. Ser Gly Tyr Phe Arg Gin Arg Cys Phe Phe Pro Ser Leu 

20 2 5 30 

etc ggt att gca gcg act ggc tec aga cat ggt aac gga tea tea aaa 
Leu Gly lie Ala Ala Thr Gly Ser Arg His £y Asn lly Hi ser Sy 
35 40 45 

tta acc aga eta get aga tat gtt tea ttt ate tgg ate gta eta ttc 
Leu Thr Arg Leu Ala Arg Tyr Val Ser Phe lie Tr P He vtl Leu Phe 
30 55 60 

tta gtc ggt ccc cgt cca gta gag ggt caa tct gga age aca tea aaa 
Leu Val Gly Pro Arg Pro Val Glu Gly Gin Ser Gly Ser Thr Ser Glu 

70 75 80 

caa ccc egg egg act gta get acc cct gag gta ggg gta cac cac caa 
Gin Pro Arg Arg Thr Val Ala Thr Pro Glu Val Gly Val HiS His Gin 
85 



90 



95 



aac caa eta cag ate cca ccg ata tgt cga tat gag gaa get etc cat 
Asn Gin Leu Gin lie Pro Pro lie Cys Arg Tyr Glu Glu 111 Leu Arg 



100 105 



110 



gcg tec caa ata gag get aac gga cca teg act ttt tat atg tgt cca 
Ala Ser Gin lie Glu Ala Asn Gly Pro Ser Thr Phe Tyr Met Cys Pro 
H5 120 " " 



125 



cca cct tea gga tct act gtc gtg cgt tta gag cca cca egg gee tgt 
Pro Pro Ser Gly Ser Thr Val Val Arg Leu Glu Pro Pro A^g III Cys 



140 



cca gat tat aaa eta ggg aaa aat ttt acc gag ggt ata get gta ata 
Pro Asp Tyr Lys Leu Gly Lys Asn Phe Thr Glu Gly lie Ala Va! lie 
145 150 155 



160 



ttt aaa gaa aat ata gcg cca tat aaa ttc aag gca aat ata tac tat 
Phe Lys Glu Asn He Ala Pro Tyr Lys Phe Lys Ala Asn lie T^r £r 
165 ivo 



175 



aaa aac att att atg aca acg gta tgg tct ggg agt tec tat gee gtt 
Lys Asn lie lie Met Thr Thr Val Trp Ser Gly Ser Ser Tyr Ala Val 
180 i 8 5 



190 



™ » ° ga fc aCa gaC agg gtt ccc Star aaa gtt caa gag att 

Thr Thr Asn Arg Tyr Thr Asp Arg Val Pro Val Lys Val Gin Glu lie 
195 200 



205 



aca gat etc ata gat aga egg ggt atg tgc etc teg aaa get gat tac 
Thr Asp Leu lie Asp Arg Arg Gly Met Cys Leu Ser Lys Ala Asp Tyr 
ZLU 215 220 

Sif tat Caa ttfc aCg gCC tt,: 9 at c 9 a ^g gat ccc 

Val Arg Asn Asn Tyr Gin Phe Thr Ala Phe Asp Arg Asp Glu Asp Pro 
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225 230 



235 



240 



a a a a a a a a a a a a a a a a 



250 



255 



s 5 2 a a a a a a k £ e a a a a 



265 



270 



= a a s a a a a a a a s a a a a 

280 285 

a a a a a a a a a a a a a a a a 

295 300 

a a a a a a a a a a a a a a a a 

310 320 

tCt tCa gaC aga fctt caa caa ate gag gga tac tat 
Hxs Thr Ser Tyr Ser Ser Asp Arg Phe Gin Gin lie Si! Gly Tyr Vyr 

325 330 335 

cca ata gac ttg gat acc gat tac act ggg gca cca att tet mn — i- 
Pro lie Asp Leu Asp Thr Asp Tyr Th r lly Al a ™ £ ^ £ 



350 



ttt ttg gaa act ccg cat gtg aca gtg gec tgg aac tgg acc cca aaa 
Phe Leu G lu Thr Pro His Val Thr Val Ala T^p Asn T^p Sr Pro Lys 

360 365 

Ser Glv HI S? ?* *T " a gCC tgg agg * aa ata ^a atg 

Ser Gly Arg Val Cys Thr Leu Ala Lys Trp Arg Glu lie Asp Glu Het 

375 380 

eta ccg atg aat ata ggc tec tat aga ttt aca gee aag acc ata tec 
Leu Pro Met Asn He Gly Ser Tyr Arg Phe Thr Ala Lys Sr lie Ser 

3 9 0 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 



c 1200 



395 



400 



e a a a a a a a a a a a a a a a 1248 

405 41 ° 415 

ttg ggg gac tgt gec acc aag gag gca gec gaa gec ata gac ego att 
Leu Gly Asp Cys Ala Thr Lys Glu Ala Ala Glu Ala lie Asp 2g lie 
420 425 43 0 

£r Zl T agt 3aa aCt Cat att Cag act acc ctg gag 1344 

Tyr Lys Ser Lys Tyr Ser Lys Thr His lie Gin Thr Gly Thr Leu Glu 

440 445 

acc tac eta gec cgt ggg gga ttt eta ata get ttc cgt ccc ata ate 
Thr Tyr Leu Ala Arg Gly Gly Phe Leu lie Ala Phe Arg Pro Mec lie 

455 4 6 o 



1392 



-29- 



age aac gaa eta gca aag tta tat ate aat gaa tta gca cat tec aat 
Ser Asn Glu Leu Ala Lys Leu Tyr He Asn rin t«„ I Z 

465 Ann Y Xle Asn Glu Leu Ala Ar 9 Ser Asn 

470 475 480 

cgc acg gta gtg gat etc agt gca etc etc- aa f - 
Ar g Thr v,l V,Z Asp ,e„ sir E £ £ £ £ £ & Glu £ 



490 



495 



565 570 



575 



Thr t r f ^ 9gt 999 gtg gtC tC * a ^ 9<=c eta gaa egt 

Thr Leu Lys Leu Asn Pro Gly Gly Val Val Ser Met Ala Leu Glu Arg 
580 585 5go 

Are ?al lit Al 9 1*° f a " a 9at gCC gtC gCC gta aca c« tgt 

Arg Val Ser Ala Arg Leu Leu Gly Asp Ala Val Ala Val Thr Gin Cys 

595 600 605 

?f fc c Ct ^ 593 Cat gtC tat atc caa aat tct atg egg gtg 
Val Asn He Ser Ser Gly His Val Tyr lie Gin Asn Ser Met A^g Sal 

t£ 9 ^ Ca tCa aCg aCa tgt tac agc cgc cct c " gtt tec ttc cat 
Thr Gly Ser Ser Thr Thr Cys Tyr Ser Arg Pro Leu Val Ser Pne Arg 

5 630 635 64 6 

gee etc aat gac tec gaa tac ata gaa gga caa eta ggg gaa aac aat 
Ala Leu Asn Asp Ser Glu Tyr lie Glu Gly Gin Leu Gly Glu Asn Asn 
645 650 ' 655 

gaa ctt etc gtg gaa cga aaa eta att gag cct tgc act gtc aat aat 
Glu Leu Leu Val Glu Arg Lys Leu lie Glu Pro Cys Thr Sal Asn Asn 
660 ggs 670 



1440 



1488 



Val r^n ^ " a tCg gtC CCa tct aat caa ca t eat agg teg 

Val Gin Arg Thr Arg Arg Ser Val Pro Ser Asn Gin His His A^g Ser 

505 510 

egg cgc agc aca ata gag ggg ggt ata gaa ace gtg aac aat gca tea 
Arg Arg Ser Thr lie Glu Gly Gly lie Glu Thr Val Asn Asn 111 Ser 
515 520 525 

etc etc aag acc acc tea tct gtg gaa ttc gca atg eta caa ttt gee 
Leu Leu Lys Thr Thr Ser Ser Val Glu Phe Ala Met Leu Gin Pne E 

535 54 0 

tat gac tac ata caa gee cat gta aat gaa atg ttg act caa at - a ™„ 
Tyr Asp Tyr He «, au His v,l Ss „ Glu „ et Leu ' £ £ £ E 

550 555 560 

Thr E S Cvs" ?r r C " ^ " C C&t gtg Ctg fc « «a gag 1728 

mr Ala Trp Cys Thr Leu Gin Asn Arg Glu His Val Leu Trp Thr Glu 



aag egg tat ttt aag ttt ggg gca gat tat gta tat ttt gag gat tat 
Lys Arg Tyr Phe Lys Phe Gly Ala Asp Tyr Val Tyr Phe Glu Asp ^r 
675 680 68 5 



1536 



1584 



1632 



1680 



1776 



1824 



1872 



1920 



1968 



2016 



2064 
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??! 9tC ° Cg Cta tcg gag ata 9 aa ata agt gca 211? 

Ala Tyr Val Arg Lys Val Pro Leu Ser Glu lie Glu Leu He Ser S 

695 700 

Tvr ill ill J" T CtC Cta 935 gat Cgt gaa ttC ^ cac tea 

Tyr Val He Lys Ser Thr Leu Leu Glu Asp Arg Glu Phe Leu His Ser 

5 710 715 720 

agt tat aca cga get gag ctg gaa gat acc ggc cct ttt gac tac acre 

Ser Tyr Thr Arg Ala Glu Leu Glu Asp Thr Gly Pro Phe Asp T^r Ser 



730 



735 



gag att caa cgc cgc aac caa etc cac gee tta aaa ttt tat gat ata 
Glu lie Gin Arg Arg Asn Gin Leu His Ala Leu Lys Phe Tyr As P II 
740 745 ?50 

gac age ata gtc aga gtg gat aat aat ctt gtc ate atg cgt ggt atg 
Asp Ser lie Val Arg Val Asp Asn Asn Leu Val He Met Arg Gly Mec 
755 760 7 6 5 

gca aat ttt ttt cag gga etc ggg gat gtg ggg get ggt ttc ggc aaa 
Ala Asn Phe Phe Gin Gly Leu Gly Asp Val GlJ La Gry Pne Sy Lys 
U 775 780 

X? f ? r tta ^ g f agt 509 gta atC tca aca 9 ta tea ggc gta 

Val Val Leu Gly Ala Ala Ser Ala Val lie Ser Thr Val Ser Gly Val 

790 795 goo 

tea tca ttt cta aac aac cca ttt gga gca ttg gee gtg gga ctg tta 
Ser Ser Phe Leu Asn Asn Pro Phe Gly Ala Leu La Val Gly Leu leu 
805 810 815 

ata tta get ggc ate gtc gca gca ttc ctg gca tat cgc tat ata tct 
He Leu Ala Gly He Val Ala Ala Phe Leu Ala Tyr Arg Tyr He Ser 
820 825 830 

aga tta cgt gca aat cca atg aaa gec tta tat cct gtg acg act ago 
Arg Leu Arg Ala Asn Pro Met Lys Ala Leu Tyr Pro Val Thr Thr aIo 
835 840 845 

aat ttg aaa cag acg get aag age ccc gec tca acg get ggt ggg gat 
Asn Leu Lys Gin Thr Ala Lys Ser Pro Ala Ser Thr Ala Gly GlJ Asp 
850 855 850 

age gac ccg gga gtc gat gac ttc gat gag gaa aag cta atg cag gca 
Ser Asp Pro Gly Val Asp Asp Phe Asp Glu Glu Lys Leu Met Gin £1 
865 810 875 880 

Ara S» So? ^ tCC Ct ° gta tCg gCt atg ga 9 caa caa 

Arg Glu Met He Lys Tyr Met Ser Leu Val Ser Ala Met Glu Gin Gin 

885 890 895 

gaa cat aag gcg atg aaa aag aat aag ggc cca gcg ate cta acg agt 
Glu His Lys Ala Met Lys Lys Asn Lys Gly Pro Ala He Leu Thr Ser 
900 905 910 

cat etc act aac atg gee etc cgt cgc cgt gga cct aaa tac caa cgc 



2160 



2208 



2256 



2304 



2352 



2400 



2448 



2496 



2544 



2592 



2640 



2688 



2736 



2784 
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His Leu Thr Asn Met 
915 

etc aat aat ctt gat 
Leu Asn Asn Leu Asp 
930 



Ala Leu Arg Arg Arg Gly 
920 

age ggt gat gat act gaa 
Ser Gly Asp Asp Thr Glu 
935 



Pro Lys Tyr Gin Arg 
925 

aca aat ctt gtc 2 829 

Thr Asn Leu Val 

940 



<210> 14 
<211> 943 
<212> PRT 

<213> Feline herpesvirus 1 
<400> 14 

Met Ser Thr Arg Gly Asp Leu Gly Lys Arg Arg Arg Gly Ser Arg Trp 
1 5 io 15 

Gin Gly His Ser Gly Tyr Phe Arg Gin Arg Cys Phe Phe Pro Ser Leu 
20 25 3 0 

Leu Gly He Ala Ala Thr Gly Ser Arg His Gly Asn Gly Ser Ser Gly 
35 40 45 

Leu Thr Arg Leu Ala Arg Tyr Val Ser Phe He Trp He Val Leu Phe 
50 55 60 

Leu Val Gly Pro Arg Pro Val Glu Gly Gin Ser Gly Ser Thr Ser Glu 
65 70 75 80 

Gin Pro Arg Arg Thr Val Ala Thr Pro Glu Val Gly Val His His Gin 
85 90 95 

Asn Gin Leu Gin He Pro Pro He Cys Arg Tyr Glu Glu Ala Leu Arg 
!00 105 no 

Ala Ser Gin He Glu Ala Asn Gly Pro Ser Thr Phe Tyr Met Cys Pro 
115 120 125 

Pro Pro Ser Gly Ser Thr Val Val Arg Leu Glu Pro Pro Arg Ala Cys 
130 1 3 5 140 

Pro Asp Tyr Lys Leu Gly Lys Asn Phe Thr Glu Gly He Ala Val He 
145 150 155 i 6 o 

Phe Lys Glu Asn He Ala Pro Tyr Lys Phe Lys Ala Asn He Tyr Tyr 
165 170 175 

Lys Asn He He Met Thr Thr Val Trp Ser Gly Ser Ser Tyr Ala Val 
180 i 8 5 19Q 

Thr Thr Asn Arg Tyr Thr Asp Arg Val Pro Val Lys Val Gin Glu He 
195 200 205 

Thr Asp Leu He Asp Arg Arg Gly Met Cys Leu Ser Lys Ala Asp Tvr 
210 215 220 

Val Arg Asn Asn Tyr Gin Phe Thr Ala Phe Asp Arg Asp Glu Asp Pro 
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225 230 235 240 

Arg Glu Leu Pro Leu Lys Pro Pro Ser Ser Thr Leu Ser Arg Val Arg 
245 250 255 

Gly Trp His Thr Asn Glu Thr Tyr Thr Lys lie Val Leu Leu Asp Phe 
260 265 270 

His His Ser Gly Thr Ser Val Asn Cys He Val Glu Glu Val Asp Ala 
275 280 285 

Arg Ser Val Tyr Pro Tyr Asp Ser Phe Ala lie Ser Thr Gly Asp Val 
290 295 300 

lie His Met Ser Pro Phe Phe Gly Leu Arg Asp Gly Ala His Val Glu 
305 310 315 320 

His Thr Ser Tyr Ser Ser Asp Arg Phe Gin Gin He Glu Gly Tyr Tyr 
325 330 335 

Pro He Asp Leu Asp Thr Asp Tyr Thr Gly Ala Pro Val Ser Arg Asn 
340 345 350 

Phe Leu Glu Thr Pro His Val Thr Val Ala Trp Asn Trp Thr Pro Lys 
355 360 365 

Ser Gly Arg Val Cys Thr Leu Ala Lys Trp Arg Glu lie Asp Glu Met 
370 375 3 8 o " 

Leu Pro Met Asn He Gly Ser Tyr Arg Phe Thr Ala Lys Thr He Ser 
385 390 395 " 400 

Ala Thr Phe He Ser Asn Thr Ser Gin Phe Glu He Asn Arg He Arg 
405 4io 415 

Leu Gly Asp Cys Ala Thr Lys Glu Ala Ala Glu Ala He Asp Arg He 
420 425 43 0 

Tyr Lys Ser Lys Tyr Ser Lys Thr His He Gin Thr Gly Thr Leu Glu 
435 440 445 

Thr Tyr Leu Ala Arg Gly Gly Phe Leu He Ala Phe Arg Pro Met He 
450 455 4 6 o 

Ser Asn Glu Leu Ala Lys Leu Tyr He Asn Glu Leu Ala Arg Ser Asn 
465 470 475 480 

Arg Thr Val Val Asp Leu Ser Ala Leu Leu Asn Pro Ser Gly Glu Thr 
485 490 495 

Val Gin Arg Thr Arg Arg Ser Val Pro Ser Asn Gin His His Arg Ser 
500 505 510 

Arg Arg Ser Thr He Glu Gly Gly He Glu Thr Val Asn Asn Ala Ser 
515 520 525 

Leu Leu Lys Thr Thr Ser Ser Val Glu Phe Ala Met Leu Gin Phe Ala 
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530 



535 



540 



Tyr Asp Tyr He Gin Ala His Val Asn Glu Met Leu Ser Arq He Ala 
545 550 555 560 



Thr Ala Trp Cys Thr Leu Gin Asn Arg Glu His Val Leu Trp Thr Glu 
565 570 575 

Thr Leu Lys Leu Asn Pro Gly Gly Val Val Ser Met Ala Leu Glu Aro 
580 5 8 5 590 

Arg Val Ser Ala Arg Leu Leu Gly Asp Ala Val Ala Val Thr Gin Cys 



600 



605 



Val Asn He Ser Ser Gly His Val Tyr He Gin Asn Ser Met Arg Val 
610 615 



620 



Thr Gly Ser Ser Thr Thr Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg 



630 



635 



640 



Ala Leu Asn Asp Ser Glu Tyr He Glu Gly Gin Leu Gly Glu Asn Asn 
64 5 650 655 

Glu Leu Leu Val Glu Arg Lys Leu He Glu Pro Cys Thr Val Asn Asn 
660 665 670 

Lys Arg Tyr Phe Lys Phe Gly Ala Asp Tyr Val Tyr Phe Glu Asp Tyr 
675 680 685 

Ala Tyr Val Arg Lys Val Pro Leu Ser Glu He Glu Leu He Ser Ala 
690 695 7 0 o 

Tyr Val He Lys Ser Thr Leu Leu Glu Asp Arg Glu Phe Leu His Ser 
705 710 715 720 

Ser Tyr Thr Arg Ala Glu Leu Glu Asp Thr Gly Pro Phe Asp Tyr Ser 



725 



730 



735 



Glu He Gin Arg Arg Asn Gin Leu His Ala Leu Lys Phe Tyr Asp He 
740 745 750 

Asp Ser He Val Arg Val Asp Asn Asn Leu Val He Met Arg Gly Met 
755 760 765 

Ala Asn Phe Phe Gin Gly Leu Gly Asp Val Gly Ala Gly Phe Gly Lys 
770 775 780 

Val Val Leu Gly Ala Ala Ser Ala Val He Ser Thr Val Ser Gly Val 
785 790 795 soo 

Ser Ser Phe Leu Asn Asn Pro Phe Gly Ala Leu Ala Val Gly Leu Leu 
805 810 815 

He Leu Ala Gly He Val Ala Ala Phe Leu Ala Tyr Arg Tyr He Ser 
820 825 830 

Arg Leu Arg Ala Asn Pro Met Lys Ala Leu Tyr Pro Val Thr Thr Arg 
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835 



840 



845 



Asn Leu Lys Gin Thr Ala Lys Ser Pro Ala Ser Thr Ala Gly Gly Asp 



855 



860 



Ser Asp Pro Gly Val Asp Asp Phe Asp Glu Glu Lys Leu Met Gin Ala 
865 870 875 880 

Arg Glu Met lie Lys Tyr Met Ser Leu Val Ser Ala Met Glu Gin Gin 
885 890 895 

Glu His Lys Ala Met Lys Lys Asn Lys Gly Pro Ala lie Leu Thr Ser 



900 



905 



910 



His Leu Thr Asn Met Ala Leu Arg Arg Arg Gly Pro Lys Tyr Gin Arg 
915 920 925 

Leu Asn Asn Leu Asp Ser Gly Asp Asp Thr Glu Thr Asn Leu Val 
930 935 94Q 



<210> 15 
<211> 750 
<212> DNA 

<213> Feline herpesvirus 1 

<220> 

<221> CDS 

<222> (1) . . (750) 



<400> 15 

Met Ser Kr Ara cT V* ?" " g CSg Cffa ° ga ggg agt Cgt * *8 

Met Ser Thr Arg Gly Asp Leu Gly Lys Arg Arg Arg Gly Ser Arg Trp 

1 5 10 15 



cag gga cac agt ggc tat ttt cga cag aga tgt ttt ttc cct tct eta 
Gin Gly His Ser Gly Tyr Phe Arg Gin Arg Cys Phe Phe Pro Ser Leu 



20 25 



30 



etc ggt att gca gcg act ggc tec aga cat ggt aac gga teg teg gga 
Leu Gly He Ala Ala Thr Gly Ser Arg His Gly Asn Gly Ser Ser lly 



35 40 



45 



tta acc aga eta get aga tat gtt tea ttt ate tgg ate gta eta ttc 
Leu Thr Arg Leu Ala Arg Tyr Val Ser Phe He Trp He Val Leu Phe 



50 55 



60 



tta gtc ggt ccc cgt cca gta gag ggt caa tct gga age aca teg gaa 
Leu Val Gly Pro Arg Pro Val Glu Gly Gin Ser Gly Ser Thr Ser Glu 
65 70 75 " 80 

Gin p CC A" ~f 9ta 9Ct aCC CCt gag gta ggg 9 ta cac cac caa 
Gin Pro Arg Arg Thr Val Ala Thr Pro Glu Val Gly Val His His Gin 

85 90 95 

aac caa eta cag ate cca ccg ata tgt cga tat gag gaa get etc cgt 



96 



144 



192 



240 



288 



336 



-35- 



Asn Gin Leu Gin lie Pro Pro He Cys Arg Tyr Glu Glu Ala Leu Arg 
100 105 no 



gcg tec caa ata gag get aac gga cca teg act ttt tat atg tgt cca 384 
Ala Ser Gin He Glu Ala Asn Gly Pro Ser Thr Phe Tyr Met Cys Pro 
115 120 125 

cca cct tea gga tct act gtc gtg cgt tta gag cca cca egg gee tgt 432 
Pro Pro Ser Gly Ser Thr Val Val Arg Leu Glu Pro Pro Arg Ala Cys 
130 135 140 

cca gat tat aaa eta ggg aaa aat ttt acc gag ggt ata get gta ata 480 
Pro Asp Tyr Lys Leu Gly Lys Asn Phe Thr Glu Gly He Ala Val He 
145 150 155 i 6 o 

ttt aaa gaa aat ata gcg cca tat aaa ttc aag gca aat ata tac tat 528 
Phe Lys Glu Asn He Ala Pro Tyr Lys Phe Lys Ala Asn He Tyr Tyr 
165 170 175 

aaa aac att att atg aca acg gta tgg tct ggg agt tec tat gee gtt 576 
Lys Asn He He Met Thr Thr Val Trp Ser Gly Ser Ser Tyr Ala Val 
180 185 190 

aca acc aac cga tat aca gac agg gtt ccc gtg aaa gtt caa gag att 624 
Thr Thr Asn Arg Tyr Thr Asp Arg Val Pro Val Lys Val Gin Glu He 
195 200 205 

aca gat etc ata gat aga egg ggt atg tgc etc teg aaa get gat tac 672 
Thr Asp Leu He Asp Arg Arg Gly Met Cys Leu Ser Lys Ala Asp Tyr 
210 215 220 

gtt cgt aac aat tat caa ttt acg gee ttt gat cga gac gag gat ccc 720 
Val Arg Asn Asn Tyr Gin Phe Thr Ala Phe Asp Arg Asp Glu Asp Pro 
225 230 235 240 

aga gaa ctg cct ctg aaa cct cca agt tea 750 
Arg Glu Leu Pro Leu Lys Pro Pro Ser Ser 
245 250 

<210> 16 
<211> 250 
<212> PRT 

<213> Feline herpesvirus 1 
<400> 16 

Met Ser Thr Arg Gly Asp Leu Gly Lys Arg Arg Arg Gly Ser Arg Trp 
1 5 in 



15 



Gin Gly His Ser Gly Tyr Phe Arg Gin Arg Cys Phe Phe Pro Ser Leu 
2 ° 25 30 

Leu Gly He Ala Ala Thr Gly Ser Arg His Gly Asn Gly Ser Ser Gly 
35 40 45 

Leu Thr Arg Leu Ala Arg Tyr Val Ser Phe He Trp He Val Leu Phe 
50 55 60 
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Leu Val Gly Pro Arg Pro Val Glu Gly Gin Ser Gly Ser Thr Ser Glu 
65 70 75 so 

Gin Pro Arg Arg Thr Val Ala Thr Pro Glu Val Gly Val His His Gin 
85 90 95 

Asn Gin Leu Gin He Pro Pro He Cys Arg Tyr Glu Glu Ala Leu Arg 
100 105 no 

Ala Ser Gin He Glu Ala Asn Gly Pro Ser Thr Phe Tyr Met Cys Pro 
115 120 125 

Pro Pro Ser Gly Ser Thr Val Val Arg Leu Glu Pro Pro Arg Ala Cys 
130 135 140 

Pro Asp Tyr Lys Leu Gly Lys Asn Phe Thr Glu Gly He Ala Val He 
145 150 155 i 6 o 

Phe Lys Glu Asn He Ala Pro Tyr Lys Phe Lys Ala Asn He Tyr Tyr 
165 170 175 

Lys Asn He He Met Thr Thr Val Trp Ser Gly Ser Ser Tyr Ala Val 
180 185 190 

Thr Thr Asn Arg Tyr Thr Asp Arg Val Pro Val Lys Val Gin Glu He 
195 200 205 

Thr Asp Leu He Asp Arg Arg Gly Met Cys Leu Ser Lys Ala Asp Tyr 
210 215 220 

Val Arg Asn Asn Tyr Gin Phe Thr Ala Phe Asp Arg Asp Glu Asp Pro 
225 230 235 240 

Arg Glu Leu Pro Leu Lys Pro Pro Ser Ser 
245 250 



<210> 17 
<211> 1602 
<212> DNA 

<213> Feline herpesvirus 1 

<220> 

<221> CDS 

<222> (1) . . (1602) 



<400> 17 
atg aga cga tat 
Met Arg Arg Tyr 
1 

ctg tta tat aca 
Leu Leu Tyr Thr 
20 



agg atg gga cgc 
Arg Met Gly Arg 
5 

tat etc cag ttt 
Tyr Leu Gin Phe 



gga ate tac ctt 
Gly He Tyr Leu 
10 

ggt act teg teg 
Gly Thr Ser Ser 
25 



etc tat ate tgt 
Leu Tyr He Cys 
15 

aca ace gcg gtc 
Thr Thr Ala Val 
30 
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agt att gaa aat agt gat aat agt act gcg gag atg tta tea tct acc 
Ser He Glu Asn Ser Asp Asn Ser Thr Ala Glu Met Leu Ser Ser Thr 
35 40 45 

age atg tec get acc acc ccg ata tec cag cca aca tct cca ttc act 
Ser Met Ser Ala Thr Thr Pro He Ser Gin Pro Thr Ser Pro Phe Thr 
50 55 60 

act cca act aga aga tct aca aat ata get aca agt teg agt acc acc 
Thr Pro Thr Arg Arg Ser Thr Asn He Ala Thr Ser Ser Ser Thr Thr 



65 70 



75 80 



gat aaa gaa gac ttc gta ggg aat cat acc cgc acc age ata tta eta 
Asp Lys Glu Asp Phe Val Gly Asn His Thr Arg Thr Ser He Leu Leu 
195 200 205 

ttt age age cgt aat ggg agt gtt aat tec atg gat ctt ggg gac gcg 
Phe Ser Ser Arg Asn Gly Ser Val Asn Ser Met Asp Leu Gly Asp Ala 
210 215 220 

aca etc ggg ate eta caa tct agg ata cca gat tac aca tta tat aat 
Thr Leu Gly He Leu Gin Ser Arg He Pro Asp Tyr Thr Leu Tyr Asn 
225 230 235 240 



144 



192 



240 



cag gca tec cag cca aca tct aca tta act act eta act aga age teg 
Gin Ala Ser Gin Pro Thr Ser Thr Leu Thr Thr Leu Thr Arg Ser Ser 
85 90 95 

aca act ata get aca agt ccg agt acc acc cag gca gec aca ttc ata 
Thr Thr He Ala Thr Ser Pro Ser Thr Thr Gin Ala Ala Thr Phe He 
100 105 no 

gga tea tct acc gat tec aat acc act tta etc aaa aca aca aaa aaa 
Gly Ser Ser Thr Asp Ser Asn Thr Thr Leu Leu Lys Thr Thr Lys Lys 
115 120 125 

cca aag cgt aaa aag aat aag aat aac ggg gee aga ttt aaa tta tat 
Pro Lys Arg Lys Lys Asn Lys Asn Asn Gly Ala Arg Phe Lys Leu Tyr 
13 0 135 140 

tgt gga tat aag ggg gtt ate tac aga ccg tat ttt age cct ctt cag 
Cys Gly Tyr Lys Gly Val He Tyr Arg Pro Tyr Phe Ser Pro Leu Gin 
145 150 155 160 

eta aac tgt act eta ccc aca gaa cct cat att acc aac cct att gac 
Leu Asn Cys Thr Leu Pro Thr Glu Pro His He Thr Asn Pro He Asp 
165 170 175 

ttc gag ate tgg ttt aaa cca cgc acc aga ttt ggg gat ttt ctt ggg 576 
Phe Glu He Trp Phe Lys Pro Arg Thr Arg Phe Gly Asp Phe Leu Gly 
180 185 190 



288 



336 



384 



432 



480 



528 



624 



672 



720 



att ccc ata caa cat acc gaa gcg atg tea ttg gga ate aaa tct gtg 768 
He Pro He Gin His Thr Glu Ala Met Ser Leu Gly He Lys Ser Val 
245 250 255 

gaa tct gee acg tec ggt gtt tat aca tgg egg gtc tat ggt gga gat 816 
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Glu Ser Ala Thr Ser Gly Val Tyr Thr Trp Arg Val Tyr Gly Gly Asp 



260 265 



270 



gta eta aat aaa aca gtg eta gga cag gta aat gta tct gta gtg gca 
Val Leu Asn Lys Thr Val Leu Gly Gin Val Asn Val Ser Val Val Ala 
275 280 285 

tat cac ccc ccg age gta aat ctt aca cca cgc gee agt eta ttt aat 
Tyr His Pro Pro Ser Val Asn Leu Thr Pro Arg Ala Ser Leu Phe Asn 
290 295 300 

aag ace ttt gag gcg gta tgt gca gtg gcg aat tac ttc ccc ccg cga 
Lys Thr Phe Glu Ala Val Cys Ala Val Ala Asn Tyr Phe Pro Pro Ara 
305 310 315 320 

tec acg aaa eta aca tgg tat ctt gac ggg aag cca ata gaa agg caa 
Ser Thr Lys Leu Thr Trp Tyr Leu Asp Gly Lys Pro lie Glu Arg Gin 
325 330 335 

tac att tea gat acg gca agt gta tgg ata gat gga etc ate acc aga 
Tyr He Ser Asp Thr Ala Ser Val Trp He Asp Gly Leu He Thr Ara 
340 345 ' 350 

agt tct gtg ttg get att ccg aca act gaa aca gat tec gag aaa cca 
Ser Ser Val Leu Ala He Pro Thr Thr Glu Thr Asp Ser Glu Lys Pro 
355 360 365 



gat gga ccc gtg agt tat acc tgt cag acc ate gga tac cca cca att 
Asp Gly Pro Val Ser Tyr Thr Cys Gin Thr He Gly Tyr Pro Pro He 



465 470 



475 480 



eta ccg gga ttt tac gac aca caa gtc tac gac gcg tec cct gaa ate 
Leu Pro Gly Phe Tyr Asp Thr Gin Val Tyr Asp Ala Ser Pro Glu He 



864 



912 



960 



1008 



1056 



1104 



gat ata cga tgt gat ttg gaa tgg cat gaa agt cct gtg tec tat aag 1152 
Asp He Arg Cys Asp Leu Glu Trp His Glu Ser Pro Val Ser Tyr Lvs 
370 375 380 

aga ttc acg aaa agt gta gee ccg gac gtc tat tac cca cct act gtg 12 00 
Arg Phe Thr Lys Ser Val Ala Pro Asp Val Tyr Tyr Pro Pro Thr Val 
385 390 395 400 

tct gtt acc ttc get gat aca egg get ata tgt gat gtt aaa tgt gta 1248 
Ser Val Thr Phe Ala Asp Thr Arg Ala He Cys Asp Val Lys Cys Val 
405 410 415 

cca egg gac ggg ata tec ttg atg tgg aaa att ggt aac tac cat eta 1296 
Pro Arg Asp Gly He Ser Leu Met Trp Lys He Gly Asn Tyr His Leu 
420 425 430 

cca aaa gca atg agt get gat ata ctg ate aca ggt ccg tgt ata gaa 13 44 
Pro Lys Ala Met Ser Ala Asp He Leu He Thr Gly Pro Cys He Glu 
435 440 445 

cgt cca ggt ttg gtc aac att cag agt atg tgt gat ata tea gaa acg 1392 
Arg Pro Gly Leu Val Asn He Gin Ser Met Cys Asp He Ser Glu Thr 
450 455 460 



1440 



1488 
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485 



490 



495 



5 i c 9 ??* at9 ttg g " agt gtc gtt 5Ct gta ata eta gga get 1536 

Val Ser Glu Ser Met Leu Val Ser Val Val Ala Val He Leu Gly Ala 
500 505 510 

?if r CtC ^ S 9tC ttfc atC ttfc a " aCg gca tta fc St tta tat tat 1584 

Val Leu lie Thr Val Phe lie Phe lie Thr Ala Leu Cys Leu Tyr Tyr 

515 520 525 



tct cat ccc egg cga tta 
Ser His Pro Arg Arg Leu 
530 



<210> 18 
<211> 534 
<212> PRT 

<213> Feline herpesvirus 1 
<400> 18 

Met Arg Arg Tyr Arg Met Gly Arg Gly He Tyr Leu Leu Tyr He Cys 
1 5 10 15 

Leu Leu Tyr Thr Tyr Leu Gin Phe Gly Thr Ser Ser Thr Thr Ala Val 
20 25 30 

Ser He Glu Asn Ser Asp Asn Ser Thr Ala Glu Met Leu Ser Ser Thr 
35 40 45 

Ser Met Ser Ala Thr Thr Pro He Ser Gin Pro Thr Ser Pro Phe Thr 
50 55 60 

Thr Pro Thr Arg Arg Ser Thr Asn He Ala Thr Ser Ser Ser Thr Thr 
65 70 75 80 

Gin Ala Ser Gin Pro Thr Ser Thr Leu Thr Thr Leu Thr Arg Ser Ser 
85 90 95 

Thr Thr He Ala Thr Ser Pro Ser Thr Thr Gin Ala Ala Thr Phe He 
100 105 no 

Gly Ser Ser Thr Asp Ser Asn Thr Thr Leu Leu Lys Thr Thr Lys Lys 
115 120 125 

Pro Lys Arg Lys Lys Asn Lys Asn Asn Gly Ala Arg Phe Lys Leu Tvr 
130 135 14Q 

Cys Gly Tyr Lys Gly Val He Tyr Arg Pro Tyr Phe Ser Pro Leu Gin 
145 15 0 155 160 

Leu Asn Cys Thr Leu Pro Thr Glu Pro His He Thr Asn Pro He Asp 
165 170 i 7 5 

Phe Glu He Trp Phe Lys Pro Arg Thr Arg Phe Gly Asp Phe Leu Glv 
180 i 8 5 190 
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1602 



Asp Lys Glu Asp Phe Val Gly Asn His Thr Arg Thr Ser lie Leu Leu 
195 2 °0 205 

Phe Ser Ser Arg Asn Gly Ser Val Asn Ser Met Asp Leu Gly Asp Ala 

215 220 

Thr Leu Gly lie Leu Gin Ser Arg lie Pro Asp Tyr Thr Leu Tyr Asn 

230 235 240 

He Pro lie Gin His Thr Glu Ala Met Ser Leu Gly lie Lys Ser Val 



245 



250 



255 



Glu Ser Ala Thr Ser Gly Val Tyr Thr Trp Arg Val Tyr Gly Gly Asp 
260 265 270 

Val Leu Asn Lys Thr Val Leu Gly Gin Val Asn Val Ser Val Val Ala 
275 280 285 

Tyr His Pro Pro Ser Val Asn Leu Thr Pro Arg Ala Ser Leu Phe Asn 
290 295 300 

Lys Thr Phe Glu Ala Val Cys Ala Val Ala Asn Tyr Phe Pro Pro Arg 

310 315 32Q 

Ser Thr Lys Leu Thr Trp Tyr Leu Asp Gly Lys Pro lie Glu Arg Gin 
325 330 335 

Tyr lie Ser Asp Thr Ala Ser Val Trp lie Asp Gly Leu lie Thr Arg 
340 345 35Q 

Ser Ser Val Leu Ala lie Pro Thr Thr Glu Thr Asp Ser Glu Lys Pro 
355 3 6 o 365 

Asp lie Arg Cys Asp Leu Glu Trp His Glu Ser Pro Val Ser Tyr Lys 
J/0 375 3 8 o 

Arg Phe Thr Lys Ser Val Ala Pro Asp Val Tyr Tyr Pro Pro Thr Val 
385 390 395 400 

Ser Val Thr Phe Ala Asp Thr Arg Ala lie Cys Asp Val Lys Cys Val 



405 410 



415 



Pro Arg Asp Gly lie Ser Leu Met Trp Lys He Gly Asn Tyr His Leu 
420 425 43 0 

Pro Lys Ala Met Ser Ala Asp lie Leu lie Thr Gly Pro Cys lie Glu 
435 440 445 

Arg Pro Gly Leu Val Asn He Gin Ser Met Cys Asp He Ser Glu Thr 
450 455 460 

Asp Gly Pro Val Ser Tyr Thr Cys Gin Thr lie Gly Tyr Pro Pro lie 

470 475 48Q 

Leu Pro Gly Phe Tyr Asp Thr Gin Val Tyr Asp Ala Ser Pro Glu He 
485 490 495 
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Val Ser Glu Ser Met Leu Val Ser Val Val Ala Val lie Leu Gly Ala 



505 



510 



Val Leu lie Thr Val Phe lie Phe lie Thr Ala Leu Cys Leu Tyr Tyr 



515 

Ser His Pro Arg Arg Leu 
530 



520 



525 



<210> 19 
<211> 1401 
<212> DNA 

<213> Feline herpesvirus 1 

<220> 
<221> CDS 
<222> (1) . . (1401) 

<400> 19 

Ser agt aCt gcg gag afc 9 tta tea tct acc 

Ser lie Glu Asn Ser Asp Asn Ser Thr Ala Glu Met Leu Ser Ser Thr 

5 10 15 

age atg tec get acc acc ccg ata tec cag cca aca tct cca ttc srt 
Ser Met Ser Ala Thr Thr Pro lie Ser Gin Pro Thr Ser Pro Phe 
20 25 3 0 

act cca act aga aga tct aca aat ata get aca agt teg agt acc acc 
Thr Pro Thr Arg Arg Ser Thr Asn lie Ala Thr Ser Ser Ser Thr Sr 
35 40 45 

cag gca tec cag cca aca tct aca tta act act eta act aga age tea 192 
Gin Ala Ser Gin Pro Thr Ser Thr Leu Thr Thr Leu Thr Arg Ser sir 
- 3U 55 



60 



Thr ?hr ill 111 JT c 0 ' n C9 aCC aCC Cag gca gcc aca "c ata 

Thr Thr lie Ala Thr Ser Pro Ser Thr Thr Gin Ala Ala Thr Phe lie 



75 



80 



gga tea tct acc gat tec aat acc act tta etc aaa aca aca aaa a** 
Gly Ser Ser Thr Asp Ser Asn Thr Thr Leu Leu Lys Kr J£ Lys Lyt 
8 5 



90 



95 



Pro Zl Ara W S f* 9 ^ g ^ gCC aga ttt aaa tta 

Pro Lys Arg Lys Lys Asn Lys Asn Asn Gly Ala Arg Phe Lys Leu Tyr 

100 105 110 

tgt gga tat aag ggg gtt ate tac aga ccg tat ttt age cct ctt caa 
Cys Gly Lys Gly Val lie Tyr Arg Pro Tyr Phe Ser Pro Leu" Gin 

115 120 125 



rl r C n 9 a ^ CCC aCa gaa CCt cat att acc aac cct att gac 

Leu Asn Cys Thr Leu Pro Thr Glu Pro His lie Thr Asn Pro lie As P 

13 5 140 



48 



96 



144 



240 



288 



336 



384 



432 
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Phe Glu ?f! i W ni" C9C aCC aga tt:t g ^ gat ttt ctt ggg 480 

Phe Glu lie Trp Phe Lys Pro Arg Thr Arg Phe Gly Asp Phe Leu Gly 

150 155 160 

gat aaa gaa gac ttc gta ggg aat cat acc cgc acc age ata tta eta 
Asp Lys Glu Asp Phe Val Gly Asn His Thr Arg Thr Ser lie Leu Leu 
165 170 175 

ttt age age cgt aat ggg agt gtt aat tec atg gat ctt ggg gac gcg 576 
Phe Ser Ser Arg Asn Gly Ser Val Asn Ser Met Asp Leu £J Asp III " 6 
i»u 185 



190 



aca etc ggg ate eta caa tct agg ata cca gat tac aca tta tat aat 
Thr Leu Gly lie Leu Gin Ser Arg lie Pro Asp Tyr Thr Leu £ Asn 
195 200 205 

att ccc ata caa cat acc gaa gcg atg tea ttg gga ate aaa tct gtg 
He Pro lie Gin His Thr Glu Ala Met Ser Leu Gly He Lys Ser £? 

^ g tCC g " tat aCa tgg c ^ g tc tat 9fft gga gat 

Glu Ser Ala Thr Ser Gly Val Tyr Thr Trp Arg Val Tyr Gly Gly Asp 

230 235 240 

r Cta aat a u a gtg Cta gga Cag gta aat 9 fca tct gta gtg gca 

Val Leu Asn Lys Thr Val Leu Gly Gin Val Asn Val Ser Val Val Ala 
245 250 255 

tat cac ccc ccg age gta aat ctt aca cca cgc gee agt cta ttt aat 
Tyr His Pro Pro Ser Val Asn Leu Thr Pro Arg La Ser Leu Phe Tsn 
260 265 270 

aag acc ttt gag gcg gta tgt gca gtg gcg aat tac ttc ccc ccg cga 
Lys Thr Phe Glu Ala Val Cys Ala Val Ala Asn Tyr Phe Pro Pro 2g 
275 280 285 

III £2 r a ™* tgg t3t Ctt gaC ggg aag cca ata ^ aa a gg caa 

Ser Thr Lys Leu Thr Trp Tyr Leu Asp Gly Lys Pro lie Glu Arg Gin 

290 295 300 

T^r ill IT J*' ^ 9 ^ a a9t gta tg9 ata gat g 9 a ctc atc a <=c aga 
Tyr lie Ser Asp Thr Ala Ser Val Trp lie Asp Gly Leu He Thr Arg 

305 310 315 32u 

agt tct gtg ttg get att ccg aca act gaa aca gat tec gag aaa cca 
Ser Ser Val Leu Ala He Pro Thr Thr Glu Thr Asp Ser Glu lys Pro 
325 330 335 

?i ta gat " g ^ tgg Cat gaa agt cct gt S tcc tat aag 

Asp lie Arg Cys Asp Leu Glu Trp His Glu Ser Pro Val Ser Tyr Lvs 
340 345 35Q 

aga ttc acg aaa agt gta gee ccg gac gtc tat tac cca cct act gtg 
Arg Phe Thr Lys Ser Val Ala Pro Asp Val Tyr Tyr Pro Pro 5hr Si 
355 3 6 o 365 

tct gtt ace ttc get gat aca egg get ata tgt gat gtt aaa tgt gta 



528 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 
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Ser Val Thr Phe Ala Asp Thr Arg Ala lie Cys Asp Val Lys Cys Val 

375 380 

Pro lla T T " tg *** &tt ^ aac tac «=«t eta 

38° ^ ASP Gly 116 Hi Leu Met Trp Lys lie Gly Asn Tyr His Leu 

cca aaa gca atg agt get gat ata ctg ate aca ggt ccg tgt ata aaa 
Pro Lys Ala Met Ser Ala Asp lie Leu lie Thr Gly Pro Cys 111 Gin 
405 410 415 

Ara IZ rf r" 3 f ? agt atg tgt * at ata ^a gaa acg 

Arg Pro Gly Leu Val Asn lie Gin Ser Met Cys Asp lie Ser Glu Thl 

420 425 43 0 

gat gga ccc gtg agt tat ace tgt cag ace ate gga tac cca cca att 
Asp Gly Pro Val Ser Tyr Thr Cys Gin Thr lie Gly Tyr Pro Pro lie 
435 440 445 

eta ccg gga ttt tac gac aca caa gtc tac gac gcg tec cct aaa 3 tr 
Leu Pro Gly Phe Tyr Asp Thr Gin Val Tyr Asp Ala Ser Pro S" 111 
iU 455 460 

gtc agt gaa 
Val Ser Glu 
465 



<210> 20 
<211> 467 
<212> PRT 

<213> Feline herpesvirus 1 



<400> 20 

Ser He Glu Asn Ser Asp Asn Ser Thr Ala Glu Met Leu Ser Ser Thr 



10 



15 



Ser Met Ser Ala Thr Thr Pro lie Ser Gin Pro Thr Ser Pro Phe Thr 



20 25 



30 



Thr Pro Thr Arg Arg Ser Thr Asn lie Ala Thr Ser Ser Ser Thr Thr 
35 40 45 

Gin Ala Ser Gin Pro Thr Ser Thr Leu Thr Thr Leu Thr Arg Ser Ser 
bU 55 60 

Thr Thr lie Ala Thr Ser Pro Ser Thr Thr Gin Ala Ala Thr Phe 

D 5 



He 



70 75 80 

Gly Ser Ser Thr Asp Ser Asn Thr Thr Leu Leu Lys Thr Thr Lys Lys 



90 



95 



Pro Lys Arg Lys Lys Asn Lys Asn Asn Gly Ala Arg Phe Lys Leu Tyr 
100 los 110 

Cys Gly Tyr Lys Gly Val lie Tyr Arg Pro Tyr Phe Ser Pro Leu Gin 
115 120 125 
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Leu Asn Cys Thr Leu Pre Thr Glu Pro His lie Thr Asn Pro He Asp 

135 14Q 

Phe Glu lie Trp Phe Lys Pro Arg Thr Arg P he Gly Asp Phe Leu Gly 

150 155 160 

Asp Lys Glu Asp Phe Val Gly Asn His Thr Arg Thr Ser lie Leu Leu 
165 170 175 

Phe Ser Ser Arg Asn Gly Ser Val Asn Ser Met Asp Leu Gly Asp Ala 

185 19Q 

Thr Leu Gly lie Leu Gin Ser Arg lie Pro Asp Tyr Thr Leu Tyr Asn 

200 205 

He Pro lie Gin His Thr Glu Ala Met Ser Leu Gly lie Lys Ser Val 

Z1:> 220 



Glu Ser Ala Thr Ser Gly Val Tyr Thr Trp Arg Val Tyr Gly Gly Asp 

235 240 



Val Leu Asn Lys Thr Val Leu Gly Gin Val Asn Val Ser Val Val Ala 

250 255 

Tyr His Pro Pro Ser Val Asn Leu Thr Pro Arg Ala Ser Leu Phe Asn 

265 270 

Lys Thr Phe Glu Ala Val Cys Ala Val Ala Asn Tyr Phe Pro Pro Arg 

280 285 

Ser Thr Lys Leu Thr Trp Tyr Leu Asp Gly Lys Pro lie Glu Arg Gin 

295 300 

Tyr lie Ser Asp Thr Ala Ser Val Trp He Asp Gly Leu lie Thr Arg 

310 3 15 320 

Ser Ser Val Leu Ala lie Pro Thr Thr Glu Thr Asp Ser Glu Lys Pro 

325 335 

Asp lie Arg Cys Asp Leu Glu Trp His Glu Ser Pro Val Ser Tyr Lys 
340 345 350 

Arg Phe Thr Lys Ser Val Ala Pro Asp Val Tyr Tyr Pro Pro Thr Val 

360 365 

Ser Val Thr Phe Ala Asp Thr Arg Ala lie Cys Asp Val Lys Cys Val 

375 380 

Pro Arg Asp Gly He Ser Leu Met Trp Lys lie Gly Asn Tyr His Leu 

390 395 400 

Pro Lys Ala Met Ser Ala Asp He Leu He Thr Gly Pro Cys He Glu 

405 41 ° 415 

Arg Pro Gly Leu Val Asn He Gin Ser Met Cys Asp He Ser Glu Thr 

425 430 
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Asp Gly Pro Val Ser Tyr Thr Cys Gin Thr lie Gly Tyr Pro Pro lie 

440 445 

Leu Pro Gly Phe Tyr Asp Thr Gin Val Tyr Asp Ala Ser Pro Glu lie 
4:30 455 460 

Val Ser Glu 
465 



<210> 21 
<211> 1401 
<212> DNA 

<213> Feline herpesvirus 1 

<220> 

<221> CDS 

<222> (1) . . (1401) 

<400> 21 

atg tec ate gaa aac age gat aat agt act gcg gag atg tta tea trt 
Met Ser lie Glu Asn Ser Asp Asn Ser Thr Ala Glu Met Leu Ser Ser 

acc age atg tec get acc acc ccg ata tec cag cca aca tct cca tfce 
Thr Ser Met Ser Ala Thr Thr Pro lie Ser Gin Pro Thr Ser Pro Phe 
20 " 30 

^ aCt Cgt Cg ° tCt aca aat ata S<=t aca tec tct tec acc 

Thr Thr Pro Thr Arg Arg Ser Thr Asn lie Ala Thr Ser Ser Ser £ 

40 



45 



?hr Gin IT T tCt aCa " a act act ct * act aga age 

Thr Gin Ala Ser Gin Pro Thr Ser Thr Leu Thr Thr Leu Thr Arg Ser 



Se? S Sr Te Ala IS" T ^ aCC aC<= Cag gCa * cc aca ttc 

Ser Thr Thr lie Ala Thr Ser Pro Ser Thr Thr Gin Ala Ala Thr Phe 

70 75 go 

ata gga tea tct acc gat tec aat acc act tta etc aaa aca aca aaa 
He Gly Ser Ser Thr Asp Ser Asn Thr Thr Leu Leu Lys ?£ Jhr Lys" 
85 90 95 

aaa cca aag cgt aaa aag aat aag aat aac ggg gec aaa rt-fr a** 
Lys Pro Lys Arc Lys Lys Asn Lys Asn Asn gTJ III Arg Pne L^ l"u 
100 105 110 

gat tgt gga tat aag ggg gtt ate tac aga ccg tat ttt age cct ctt 
Asp Cys Gly Tyr Lys Gly Val lie Tyr Arg Pro Tyr Phe Ser Pro Leu 
H5 120 125 

cag eta aac tgt act eta ccc aca gaa cct cat att acc aac cct att 
Gin Leu Asn Cys Thr Leu Pro Thr Glu Pro His He Thr Asn Pro lie 

135 140 



48 



96 



144 



age 192 



240 



288 



336 



384 



432 
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5 £ K £ £ £ 5 £ £ 5 £ £ £ £ £ £ 

J.DU -| cc 

Ib5 160 
ggg gat aaa gaa gac ttc gta ggg aat cat ™„ 

«y - P Lys „. , Phe val •» « si « £ £ £ £ £ 

165 "0 175 

£ £ £ £ £ £ 5 £ £ £ £ £ S S s ~ 



185 19Q 



gcg aca etc ggg ate eta caa tct aaa ata rrp rr**- *- 
«. Tar £ 81y Ile Leu Gln « «« « J- tac aca «. « 



528 



576 



624 



200 205 



*:n s Pro ;s s: si i c f *? a . at * tc * ^ gga atc aaa tct 



- He Pro Ile QIa „ is ^ , lu K - = = gj Jjc £ tct 

220 

gtg gaa tct gee act tct rrrrt- rrf-+- 

2j «. - Ala Thr £ £ £ £ £ £ £ £ £ - - 

235 240 

£ £ £ £ £ £ £ £ £ = £ = js - c B 

250 255 

E £ £ £ £ £ £ £ £ - = s s = «. £ 

265 270 

aat aag acc ttt gag gcg gta tgt gca gta aca aat ^, •-».„ 
A«n Ly , Thx P„e «. Ua Val Cys «. "J £ »» £ «c c« «, 

2 8 0 285 

£ £ £ £ £ £ £ £ £ £ « s s s - J. 

295 300 

£ £ £ £ £ £ £ £ £ £ £ £ £ £ £ £ 

310 315 



720 

240 

768 
816 
864 
912 



£ £ £ £ £ £ £ £ £ £ S £ £ £ E £ 



33 ° 335 



960 
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<213> Feline herpesvirus 1 
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<210> 24 
<211> 374 
<212> PRT 

<213> Feline herpesvirus 1 
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<210> 26 
<211> 300 
<212> PRT 

<213> Feline herpesvirus 1 
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<212> DNA 

<213> Feline leukemia virus 
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<212> PRT 
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<210> 29 
<211> 1830 
<212> DNA 

<213> Feline leukemia virus 

<220> 

<221> CDS 

<222> (1) . . (1830) 
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Gly Cys Glu Thr Thr Gly Glu Ala Trp Trp Lys Pro Ser Ser Ser Trp 
115 120 125 P 

Asp Tyr lie Thr Val Lys Arg Gly Ser Ser Gin Asn Asn Asn Cys Glu 



Gly Lys Cys Asn Pro Leu He Leu Gin Phe Thr Gin Lys Gly Lys Gin 

-61- 



1728 



1776 



cga cca 

Arg Pro 183 0 

610 



<210> 30 
<211> 610 
<212> PRT 

<213> Feline leukemia virus 
<400> 30 

Met Ala Asn Pro Ser Pro Pro Gin Met Tyr Asn Val Thr Trp Val lie 
5 10 15 

Thr Asn Val Gin Thr Asn Thr Gin Ala Asn Ala Thr Ser Met Leu Gly 
20 25 30 

Thr Leu Thr Asp Val Tyr Pro Thr Leu His Val Asp Leu Cys Asp Leu 

40 45 

Val Gly Asp Thr Trp Glu Pro Met Val Leu Ser Pro Thr Gly Tyr Pro 



145 



150 



155 



160 



Ala Ser Trp Asp Gly Pro Lys Met Trp Gly Leu Arg Leu Tyr Arg Thr 
165 170 175 

Gly Tyr Asp Pro lie Ala Leu Phe Thr Val Ser Arg Arg Val Ser Thr 

185 19Q 

He Thr Pro Pro Gin Ala Met Gly Pro Asp Leu Val Leu Pro Asp Gin 



200 



205 



Lys Pro Pro Ser Arg Gin Ser Gin Thr Gly Ser Lys Val Ala Thr Gin 



215 



220 



Arg Pro Gin Thr Asn Glu Ser Ala Pro Arg Ser Val Ala Pro Thr Thr 



235 



Val Gly Pro Lys Arg lie Gly Thr Gly Asp Arg Leu lie 



245 



250 



240 



Asn Leu Val 
255 



Gin Gly Ala Tyr Leu Ala Leu Asn Ala Thr Asp Pro Asn Lys Thr Lys 



270 



Asp Cys Trp Leu Cys Leu Val Ser Arg Pro Pro Tyr Tyr Glu Gly He 



280 



285 



Ala lie Leu Gly Asn Tyr Ser Asn Gin Thr Asn Pro Pro Pro Ser Cys 

295 3 00 



Leu Ser He Pro Pro His Lys Leu Thr lie Ser 



305 



310 



315 



Lys Val Ser Gly Gin 



Gly Leu Cys lie Gly Thr Val Pro Lys Thr His Gin 



325 



330 



320 



Ala Leu Cys Asn 



335 



Lys Thr His Gin Gly His Thr Gly Ala Asp Tyr Arg Ala 



340 



345 



Ala Pro Arg 
350 



Tyr Leu Ala Ala Pro Asn Gly Thr Tyr Trp Ala Cys Asn Thr Gly Leu 

360 365 

Thr Pro Cys He Ser Met Ala Val Leu Asn Leu Thr Ser Asp Phe Cys 



375 380 
Val Leu He Glu Leu Trp Pro Arg Val Thr Tyr His Gin 



390 



395 



Pro Glu Tyr 
400 



Val Tyr Thr His Phe Ala Lys Ala Gly Arg Phe Arg Arg Glu 



405 



"0 415 



Pro He 



Ser Leu Thr Val Ala Leu Met Leu Gly Gly Leu Thr Val Gly 



425 



Gly He 



430 



Ala Ala Gly Val Gly Thr Gly Thr Lys Ala Leu Leu Glu Thr Ala Gin 



440 



445 



Phe Arg Gin Leu Gin Met Ala Met His Thr Asp lie Gin Ala Leu Glu 



-62- 



450 



455 



460 



Jl« Ser He Se r Al. ^ Glu tys s« Leu Thr Ser Leu Se r Glu Val 

475 480 
Val Leu Gin Asn Arg Arg Gly Leu Asp n . Leu phe ^ ^ ^ 

490 



Gly Leu Cys Ala Ala Leu Lys Glu Glu Cys Cys Phe 



495 



505 



Tyr Ala Asp His 
510 



Thr Gly Leu Val Arg Asp Asn n ^ Lys ^ ^ ^ ^ 

520 525 

Oln ta, G1 „ Gln Leu Phe top Ser G1 „ Gln Gly Trp ph(S ^ 



540 



Phe Asn Arg Ser Pro Trp Phe Thr Thr Leu lie Ser Ser II 



550 



555 



e Met Gly 
560 



Pro Leu Leu lie Leu Leu Leu lie Leu Leu Phe Gly Pro Tyr n e Leu 

570 5?5 

Asn Arg Leu Val Gln P he Val Lys Asp Arg He Ser Val Val Gln Ala 

585 590 

Leu He ,eu Thr Gln G1 „ ^ G; „ „, lle Lys ^ ^ ^ ^ ^ 



605 



Arg Pro 
610 



<210> 31 

<211> 1833 

<212> DNA 

<213> Feline leukemia virus 

<220> 
<221> CDS 
<222> (1) . . (1833) 

<400> 31 

:ac eta cgc ctt tat ran r^r, ^ 

48 



S H 2 £ S 2 2 2 2 2 2 2 H S 2 2 

10 15 

5 K S 2 2 2 2 2 2 E 2 2 2 2 2 2 
2 2 2 2 E 2 2 E 2 2 2 2 2 2 2 H 

40 45 



96 
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Ala Tyr Arg Met Tyr Thr Pro Tyr Asp Pro Glu Asp Pro Gly Gin Ala 
50 55 60 



get agt gtt ate ctg tec ttt ate tac cag tct age ccg gac ata aga 240 
Ala Ser Val He Leu Ser Phe He Tyr Gin Ser Ser Pro Asp He Arg 
65 70 75 80 

aat aag tta caa agg eta gaa ggc eta cag ggg ttc aca ctg tct gat 288 
Asn Lys Leu Gin Arg Leu Glu Gly Leu Gin Gly Phe Thr Leu Ser Asp 
85 90 95 

ttg eta aaa gag gca gaa aag ata tac aac aaa agg gag ace cca gag 336 
Leu Leu Lys Glu Ala Glu Lys He Tyr Asn Lys Arg Glu Thr Pro Glu 
100 105 110 

gaa agg gaa gaa aga tta tgg cag egg cag gaa gaa aga gat aaa aag 3 84 
Glu Arg Glu Glu Arg Leu Trp Gin Arg Gin Glu Glu Arg Asp Lys Lys 
115 120 125 

cgc cat aag gag atg act aaa gtt ctg gec aca gta gtt get cag aat 432 
Arg His Lys Glu Met Thr Lys Val Leu Ala Thr Val Val Ala Gin Asn 
130 135 140 

aga gat aag gat aga gag gaa agt aaa ctg gga gat caa aga aaa ata 480 
Arg Asp Lys Asp Arg Glu Glu Ser Lys Leu Gly Asp Gin Arg Lys He 
145 150 155 160 

cct ctg ggg aaa gac cag tgt gee tat tgc aag gaa aag gga cat tgg 528 
Pro Leu Gly Lys Asp Gin Cys Ala Tyr Cys Lys Glu Lys Gly His Trp 
165 170 175 

gtt cgc gat tgc ccc aac egg ccc egg aag aaa ccc gee aac tec act 576 
Val Arg Asp Cys Pro Asn Arg Pro Arg Lys Lys Pro Ala Asn Ser Thr 
180 185 190 

etc etc aac tta gaa gat atg gee aat cct agt cca ccc caa atg tat 624 
Leu Leu Asn Leu Glu Asp Met Ala Asn Pro Ser Pro Pro Gin Met Tyr 
195 200 205 

aat gta act tgg gta ata ace aat gta caa ace aac ace caa get aat 672 
Asn Val Thr Trp Val He Thr Asn Val Gin Thr Asn Thr Gin Ala Asn 
210 215 220 

gee acc tct atg tta gga ace tta ace gat gtc tac cct ace eta cat 720 
Ala Thr Ser Met Leu Gly Thr Leu Thr Asp Val Tyr Pro Thr Leu His 
225 230 235 240 

gtt gac tta tgt gac eta gtg gga gac acc tgg gaa cct atg gtc eta 768 
Val Asp Leu Cys Asp Leu Val Gly Asp Thr Trp Glu Pro Met Val Leu 
245 250 255 

age cca acc ggg tac cct ccc tea aaa tat gga tgt aaa act aca gat 816 
Ser Pro Thr Gly Tyr Pro Pro Ser Lys Tyr Gly Cys Lys Thr Thr Asp 
260 265 270 

aga aaa aaa cag caa cag aca tac ccc ttt tac gtc tgc ccc ggg cat 864 
Arg Lys Lys Gin Gin Gin Thr Tyr Pro Phe Tyr Val Cys Pro Gly His 
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275 



280 



285 



cgc ccc teg ctg ggg cca aag gga aca cat tgt gga ggg gca caa gat 912 
Arg Pro Ser Leu Gly Pro Lys Gly Thr His Cys Gly Gly Ala Gin Asp 
290 295 300 

ggg ttt tgt gec gca tgg gga tgt gaa acc acc gga gaa get tgg tgg 960 
Gly Phe Cys Ala Ala Trp Gly Cys Glu Thr Thr Gly Glu Ala Trp Trp 
305 310 315 320 

aag ccc tec tec tea tgg gac tat ate aca gta aaa aga ggg agt agt 1008 
Lys Pro Ser Ser Ser Trp Asp Tyr lie Thr Val Lys Arg Gly Ser Ser 
325 330 335 

cag aac aat aac tgt gag gga aaa tgc aac ccc ctg att ttg cag ttc 1056 
Gin Asn Asn Asn Cys Glu Gly Lys Cys Asn Pro Leu lie Leu Gin Phe 
340 345 350 

acc cag aag ggg aaa caa gee tct tgg gac gga cct aag atg tgg gga 1104 
Thr Gin Lys Gly Lys Gin Ala Ser Trp Asp Gly Pro Lys Met Trp Gly 
355 360 " 365 

ttg egg eta tac cgt aca gga tat gac cct ate gee tta ttc acg gta 1152 
Leu Arg Leu Tyr Arg Thr Gly Tyr Asp Pro He Ala Leu Phe Thr Val 
370 375 380 

tec egg egg gtg tea acc att acg ccg cct cag gca atg gga cca gac 1200 
Ser Arg Arg Val Ser Thr He Thr Pro Pro Gin Ala Met Gly Pro Asp 
385 390 395 400 

eta gtc tta cct gat caa aaa ccc cca tec cga caa tct caa aca ggg 1248 
Leu Val Leu Pro Asp Gin Lys Pro Pro Ser Arg Gin Ser Gin Thr Gly 
405 410 415 

tec aaa gtg gcg acc cag agg ccc caa acg aat gaa age gee cca agg 1296 
Ser Lys Val Ala Thr Gin Arg Pro Gin Thr Asn Glu Ser Ala Pro Arg 
420 425 430 

tct gtt gee ccc acc acc gtg ggt ccc aaa egg att ggg acc gga gat 1344 
Ser Val Ala Pro Thr Thr Val Gly Pro Lys Arg He Gly Thr Gly Asp 
435 440 445 

agg tta ata aat tta gta caa ggg gca tac eta gee tta aat gec acc 1392 
Arg Leu He Asn Leu Val Gin Gly Ala Tyr Leu Ala Leu Asn Ala Thr 
450 455 460 

gac ccc aac aaa act aaa gac tgt tgg etc tgc ctg gtt tct cga cca 1440 
Asp Pro Asn Lys Thr Lys Asp Cys Trp Leu Cys Leu Val Ser Arg Pro 
465 470 475 480 

ccc tat tac gaa ggg att gca ate tta ggt aac tac age aac caa aca 1488 
Pro Tyr Tyr Glu Gly He Ala He Leu Gly Asn Tyr Ser Asn Gin Thr 
485 490 495 

aac cct ccc cca tec tgc eta tct att ccg cca cac aag ctg acc ata 1536 
Asn Pro Pro Pro Ser Cys Leu Ser He Pro Pro His Lys Leu Thr He 
500 505 510 
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£ £ g £ 5 £ 5 2 * £ 5 S ?» s = - « 

520 525 

E = K 2 5 £ £ £ E 2 5 E E 5 S £ 1632 

bJ5 540 

1 5 K K £ £ £ £ K S £ 2 5 £ 2 5 1680 

bbb 560 
gcc tgt aac act gga etc acr rra *-rr^ 4- 

«. c ys ss „ Thr c Leu « «: £ £ - «» « £ «. « ™ 

565 570 575 

2 £ 2 £ £ £ £ £ £ S £ - S £ S £ - 

585 590 
tac cat caa ccc gaa tat gtg tac aca rat n-i- „„„ 

ryr H is £ Pro „. ^ - J Ty = - - - ~ £ j« „ « 1824 

600 605 

ttc cga aga 

Phe Arg Arg 183 3 

610 



<210> 32 
<211> 611 
<212> PRT 

<213> Feline leukemia virus 
<400> 32 

Met Glu His Leu Arg Leu Tyr Arg Gin Leu Leu Leu Ala Gly Leu Arg 
5 10 15 



Gly Ala Ala Arg His Pro Thr Asn Leu Ala Gin Val 



20 



25 



Lys Gin Phe Leu 
30 



Gin Gly Lys Glu Glu Thr Pro Ala Ser Phe Leu Glu Arg Leu Lys Glu 
5 40 45 

Ala Tyr Arg Met Tyr Thr Pro Tyr Asp Pro Glu Asp Pro Gly Gin Ala 

55 60 
Ala Ser Val lie Leu Ser Phe lie Tyr Gin Ser Ser Pro Asp lie Arg 

70 7 5 80 

Asn Lys Leu Gin Arg Leu Glu Gly Leu Gin Gly Phe Thr Leu Ser Asp 



95 



Leu Leu Lys Glu Ala Glu Lys lie Tyr Asn Lys Arg Glu Thr Pro Glu 



105 



110 
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Glu Arg Glu Glu Arg Leu Trp Gin Arg Gin Glu Glu Arg Asp Lys Lys 



Arg His Lys Glu Met Thr Lys Val Leu Ala Thr 



130 



135 



125 



Val Val Ala Gin Asn 
140 



Arg Asp Lys Asp Arg Glu Glu Ser Lys Leu Gly Asp Gin Arg Lys lie 

150 155 160 

Pro Leu Gly Lys Asp Gin Cys Ala Tyr Cys Lys Glu Lys Gly His Trp 

170 1?5 

Val Arg Asp Cys Pro Asn Arg Pro Arg Lys Lys Pro Ala Asn Ser Thr 

185 190 

Leu Leu Asn Leu Glu Asp Met Ala Asn Pro Ser Pro Pro Gin Met Tyr 

200 _ 



205 



Asn Val Thr Trp Val lie Thr Asn Val Gin Thr Asn Thr Gin Ala Asn 



215 



220 



Ala Thr Ser Met Leu Gly Thr Leu Thr Asp Val Tyr Pro Thr Leu His 



235 



240 



Val Asp Leu Cys Asp Leu Val Gly Asp Thr Trp Glu Pro Met Val Leu 

245 2 50 255 

Ser Pro Thr Gly Tyr Pro Pro Ser Lys Tyr Gly Cys Lys Thr Thr Asp 

265 270 

Arg Lys Lys Gin Gin Gin Thr Tyr Pro Phe Tyr Val Cys Pro Gly His 

280 285 

Arg Pro Ser Leu Gly Pro Lys Gly Thr His Cys Gly Gly Ala Gin Asp 

Z3b 300 
Gly Phe Cys Ala Ala Trp Gly Cys Glu Thr Thr Gly Glu Ala Trp Trp 

310 315 320 

Lys Pro Ser Ser Ser Trp Asp Tyr lie Thr Val Lys Arg Gly Ser Ser 

325 3 30 335 

Gin Asn Asn Asn Cys Glu Gly Lys Cys Asn Pro Leu lie Leu Gin Phe 

345 * 350 

Thr Gin Lys Gly Lys Gin Ala Ser Trp Asp Gly Pro Lys Met Trp Gly 

Leu Arg Leu Tyr Arg Thr Gly Tyr Asp Pro lie Ala Leu Phe Thr Val 

375 380 

Ser Arg Arg Val Ser Thr He Thr Pro Pro Gin Ala Met Gly Pro Asp 

395 400 

Leu Val Leu Pro Asp Gin Lys Pro Pro Ser Arg Gin Ser Gin Thr Gly 



410 



415 
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Ser Lys Val Ala Thr Gin Arg P ro Gin Thr Asn Glu Ser Ala Pro Arg 

425 430 

«5 P " ^ Val ?* >" *™ W »» «« Cl y Asp 

Ar, Leu He Asn Leu Val Glu Gly „. ^ Leu „. ^ ^ ^ 

455 460 

465 %Z ASP C ^ S T ^ c ys Leu Val ser Arg Pro 

475 480 
Pro Tyr Tyr Glu Gly He Ala lie Leu Gly Asn Tyr Ser Asn Gin Thr 

490 495 
Asn Pro Pro Pro Ser Cys Leu Ser lie Pro Pro His Lys Leu Thr He 

505 510 
Ser Lys Val Ser Gly Gin Gly Leu Cys lie Gly Thr Val Pro Lys Thr 



520 



525 



His Gin Ala Leu Cys Asn Lys Thr His Gin Gly His Thr 



535 



540 



Gly Ala Asp 



Tyr Arg Ala Ala Pro Arg Tyr Leu Ala Ala Pro Asn Gly Thr Tyr Trp 

555 560 
Ala Cys Asn Thr Gly Leu Thr Pro Cys lie Ser Met Ala Val Leu Asn 



570 



575 



Leu Thr Ser Asp Phe Cys Val Leu lie Glu Leu Trp Pro Arg Val Thr 



585 



590 



Tyr His Gin Pro Glu Tyr Val Tyr Thr His Phe Ala Lys Ala 



595 

Phe Arg Arg 
610 



600 



605 



Gly Arg 



<210> 33 

<211> 1812 

<212> DNA 

<213> canine distemper virus 

<220> 

<221> CDS 

<222> (1) . . (1812) 

<400> 33 

:cc tac caa aac aarr rrt-n rrr**- „„„ . 

48 



S £ £ £ = S e » S s J2 Z 5 S 2 E 

5 10 15 

S K £ 2 S S 2 £ £ e - s - « - - 



96 
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20 



25 



30 



agg aga cca cct tat ttg ttg ttt gtc ctt etc ate tta ttg gtt ggt 144 
Arg Arg Pro Pro Tyr Leu Leu Phe Val Leu Leu lie Leu Leu Val Gly 
35 40 45 

ate ctg gec ttg ctt get ate act gga gtt cga ttt cac caa gta tea 192 
lie Leu Ala Leu Leu Ala lie Thr Gly Val Arg Phe His Gin Val Ser 
50 55 60 

act agt aat atg gaa ttt age aga ttg ctg aaa gag gat atg gag aaa 240 
Thr Ser Asn Met Glu Phe Ser Arg Leu Leu Lys Glu Asp Met Glu Lys 
65 70 75 80 

tea gag gec gta cat cac caa gtc ata gat gtc ttg aca ccg etc ttc 288 
Ser Glu Ala Val His His Gin Val lie Asp Val Leu Thr Pro Leu Phe 
85 90 95 

aag att att gga gat gag att ggg tta egg ttg cca caa aag eta aac 336 
Lys lie lie Gly Asp Glu lie Gly Leu Arg Leu Pro Gin Lys Leu Asn 
100 105 110 

gag ate aaa caa ttt ate ctt caa aag aca aat ttc ttc aat ccg aac 3 84 
Glu lie Lys Gin Phe lie Leu Gin Lys Thr Asn Phe Phe Asn Pro Asn 
115 120 125 

aga gaa ttc gac ttc cgc gat etc cac tgg tgc att aac ccg cct agt 432 
Arg Glu Phe Asp Phe Arg Asp Leu His Trp Cys lie Asn Pro Pro Ser 
130 135 140 

acg gtc aag gtg aat ttt act aat tac tgt gag tea att ggg ate aga 480 
Thr Val Lys Val Asn Phe Thr Asn Tyr Cys Glu Ser lie Gly lie Arg 
145 150 155 " 160 

aaa get att gca teg gca gca aat cct ate ctt tta tea gec eta tct 528 
Lys Ala lie Ala Ser Ala Ala Asn Pro lie Leu Leu Ser Ala Leu Ser 
165 170 175 

ggg ggc aga ggt gac ata ttc cca cca cac aga tgc agt gga get act 576 
Gly Gly Arg Gly Asp lie Phe Pro Pro His Arg Cys Ser Gly Ala Thr 
180 185 190 

act tea gta ggc aaa gtt ttc ccc eta tea gtc tea tta tec atg tct 624 
Thr Ser Val Gly Lys Val Phe Pro Leu Ser Val Ser Leu Ser Met Ser 
195 200 205 

ttg ate tea aga acc tea gag gta ate aat atg ctg ace get ate tea 672 
Leu He Ser Arg Thr Ser Glu Val He Asn Met Leu Thr Ala He Ser 
210 215 220 

gac ggc gtg tat ggc aaa act tac ttg eta gtg cct gat gat ata gaa 720 
Asp Gly Val Tyr Gly Lys Thr Tyr Leu Leu Val Pro Asp Asp He Glu 
225 230 235 240 

aga gag ttc gac act cga gag att cga gtc ttt gaa ata ggg ttc ate 768 
Arg Glu Phe Asp Thr Arg Glu He Arg Val Phe Glu He Gly Phe He 
245 250 255 
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aaa agg tgg ctg aat gac atg cca tta etc caa aca acc aac tat atg 816 
Lys Arg Trp Leu Asn Asp Met Pro Leu Leu Gin Thr Thr Asn Tyr Met 
260 265 270 

gta etc ccg aag aat tec aaa gee aag gta tgt act ata gca gtg ggt 864 
Val Leu Pro Lys Asn Ser Lys Ala Lys Val Cys Thr lie Ala Val Gly 
275 280 285 

gag ttg aca ctg get tec ttg tgt gta gaa gag age act gta tta tta 912 
Glu Leu Thr Leu Ala Ser Leu Cys Val Glu Glu Ser Thr Val Leu Leu 
290 295 300 

tat cat gac age agt ggt tea caa gat ggt att eta gta gtg aca ctg 960 
Tyr His Asp Ser Ser Gly Ser Gin Asp Gly lie Leu Val Val Thr Leu 
305 310 315 320 

ggg ata ttt tgg gca aca cct atg gat cac att gag gaa gtg ata cct 1008 
Gly He Phe Trp Ala Thr Pro Met Asp His He Glu Glu Val He Pro 
325 330 335 

gtc get cac cca tea atg aag aaa ata cat ata aca aac cac cgt ggt 1056 
Val Ala His Pro Ser Met Lys Lys He His He Thr Asn His Arg Gly 
340 345 350 

ttt ata aaa gat tea att gca acc tgg atg gtg cct gee ctg gec tct 1104 
Phe lie Lys Asp Ser He Ala Thr Trp Met Val Pro Ala Leu Ala Ser 
355 360 365 

gag aaa caa gaa gaa caa aaa ggt tgt ctg gag tea get tgt caa aga 1152 
Glu Lys Gin Glu Glu Gin Lys Gly Cys Leu Glu Ser Ala Cys Gin Arg 
370 375 380 

aaa acc tac ccc atg tgc aac caa gcg tea tgg gaa ccc ttc gga gga 1200 
Lys Thr Tyr Pro Met Cys Asn Gin Ala Ser Trp Glu Pro Phe Gly Gly 
385 390 395 400 

aga cag ttg cca tct tat ggg egg ttg aca tta cct eta gat gca agt 1248 
Arg Gin Leu Pro Ser Tyr Gly Arg Leu Thr Leu Pro Leu Asp Ala Ser 
405 410 415 

gtt gac ctt caa ctt aac ata teg ttc aca tac ggt ccg gtt ata ctg 1296 
Val Asp Leu Gin Leu Asn He Ser Phe Thr Tyr Gly Pro Val He Leu 
420 425 430 

aat gga gat ggt atg gat tat tat gaa age cca ctt ttg aac tec gga 1344 
Asn Gly Asp Gly Met Asp Tyr Tyr Glu Ser Pro Leu Leu Asn Ser Gly 
435 440 445 

tgg ctt acc att ccc ccc aaa gac gga aca ate tct gga ttg ata aac 13 92 
Trp Leu Thr He Pro Pro Lys Asp Gly Thr He Ser Gly Leu He Asn 
450 455 460 

aaa gca ggt aga gga gac cag ttc act gta etc ccc cat gtg tta aca 1440 
Lys Ala Gly Arg Gly Asp Gin Phe Thr Val Leu Pro His Val Leu Thr 
465 470 475 480 
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ttt gcg ccc agg gaa tea agt qqa aat trrf + 

PKe „. Pro ftrg „„ ser £ » « £ - «. =« .« „ „ 148e 

490 495 
tct caa att aga gat aga gat gtc etc *t-t- ^ <- 

ser «. ,u jj. » sp Arfl L P SJ S S - £ « S *J jt. 153 e 

505 510 

ttg cct aca cag agt att aaa 

Leu Pro Thr Gin Ser Arg Tv"r S? ri ff* tat gaC ata tc * 1584 

515 3 Val 116 Ala Thr ^ Asp Il e Ser 

sjo 525 

cga agt gat cat get att gtt tat tat- + * *. 

Arg ser Asp His Ala lie Sal T^r Sr £? !*° " tC C " aCg 1632 
530 Y ^ Val Tyr As P Pro He Arg Thr 

540 

i 2 £ 2 = S 52 5 = 2 S - S s - s 

555 560 

s s s n" = 9 " ^ £ 5? s s r » aat tts « 

565 P P ASP Asn Leu Tr P His 

570 5?5 

Pne £ S £ SS E £ £ £ T ?* T g " 
580 P 5« Ala Asn Ser Thr Th r Ser Val 

5ab 590 

gag aat tta gtc cgt ata aga ttc tea tgt aac cgt 

Glu Asn Leu Val Arg lie Arg Phe Ser Cys Asn Arg 1812 
595 600 



<210> 34 
<211> 604 
<212> PRT 

<213> canine distemper virus 
<400> 34 

Pro Tyr Gin Asp Lys Val Gly i 

10 



Met Leu Pro Tyr Gin Asp Lys Val Gly Ala Phe Tyr Lys Asp Asn Ala 

io 15 

Arg Ala Asn Ser Thr Lys Leu Ser Leu Val Thr Glu Gly His Gly Gly 

25 30 
Arg Arg Pro Pro Tyr Leu Leu Phe Val Leu Leu lie Leu Leu Val Gly 

40 45 
He Leu Ala Leu Leu Ala „. Thr Gly Val Arg Phe His Gin Val Ser 

55 60 
Thr ser Asn Met 0!u Phe Ser Srg Leu teu Lys Glu Asp ^ ^ ^ 

75 80 
ser Glu Ale v.! „u His Gl „ Val Ile Asp Val ^ ^ ^ ^ ^ 



1680 



1728 



1776 



90 95 
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Lys He He Gly Asp Glu He Gly Leu Arg Leu Pro Gin Lys Leu Asn 
100 105 110 



Glu He Lys Gin Phe He Leu Gin Lys Thr Asn Phe Phe Asn Pro Asn 
115 120 125 

Arg Glu Phe Asp Phe Arg Asp Leu His Trp Cys He Asn Pro Pro Ser 
130 135 140 

Thr Val Lys Val Asn Phe Thr Asn Tyr Cys Glu Ser He Gly He Arg 
145 150 155 160 

Lys Ala He Ala Ser Ala Ala Asn Pro He Leu Leu Ser Ala Leu Ser 
165 170 175 

Gly Gly Arg Gly Asp He Phe Pro Pro His Arg Cys Ser Gly Ala Thr 
180 185 190 

Thr Ser Val Gly Lys Val Phe Pro Leu Ser Val Ser Leu Ser Met Ser 
195 200 205 

Leu He Ser Arg Thr Ser Glu Val He Asn Met Leu Thr Ala lie Ser 
210 215 220 

Asp Gly Val Tyr Gly Lys Thr Tyr Leu Leu Val Pro Asp Asp He Glu 
225 230 235 240 

Arg Glu Phe Asp Thr Arg Glu He Arg Val Phe Glu He Gly Phe He 
245 250 255 

Lys Arg Trp Leu Asn Asp Met Pro Leu Leu Gin Thr Thr Asn Tyr Met 
260 265 270 

Val Leu Pro Lys Asn Ser Lys Ala Lys Val Cys Thr He Ala Val Gly 
275 280 285 

Glu Leu Thr Leu Ala Ser Leu Cys Val Glu Glu Ser Thr Val Leu Leu 
290 295 300 

Tyr His Asp Ser Ser Gly Ser Gin Asp Gly He Leu Val Val Thr Leu 
305 310 315 320 

Gly He Phe Trp Ala Thr Pro Met Asp His He Glu Glu Val He Pro 
325 330 335 

Val Ala His Pro Ser Met Lys Lys lie His lie Thr Asn His Arg Gly 
340 345 350 

Phe He Lys Asp Ser lie Ala Thr Trp Met Val Pro Ala Leu Ala Ser 
355 360 365 

Glu Lys Gin Glu Glu Gin Lys Gly Cys Leu Glu Ser Ala Cys Gin Arg 
370 375 380 



Lys Thr Tyr Pro Met Cys Asn Gin Ala Ser Trp Glu Pro Phe Gly Gly 
385 390 395 400 
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at. Cln Leu Pro s« ^ Gly irg Leu Leu ^ ^ ^ ^ ^ 

410 415 
Val Asp Le „ ^ Leu Ss „ IU Ser ^ ^ ^ ^ ^ 

4 " 430 

Asn Gly Asp Gly Met Asp Tvr Tvr Hi, n 

435 Y G1U Ser Pro Leu L eu Asn Ser Gly 

qqu 445 

T,P J« Thr u. Pro Pro ssp Gly ^ iu Sm ^ 

4bb 460 
JW Ala Oly A„ Gly Asp G1 „ Phe Thr M Leu pro „ is ^ ^ 

475 480 
Phe S1 , P„ ftrg „ Ser s „ Qly Jsn ^ ^ ^ iu ^ 

490 495 
ser «, ne A„-Asp A rg Asp Val Leu He Glu Ser Asn He Vel Vel 

510 

Leu Pro Thr Gin Ser He Ara tw Ua i T1 

Arg Tyr Val lie Ala Thr Tyr Asp lie Ser 



525 



Arg Ser Asp His Ala He Val Tvr Tvr u a i m 

53 0 „^ Tyr Tyr Val T ^ r As P Pro He Arg Thr 

^ 5 540 

He Ser Tyr Thr Hi 



545 



s Pro Phe Arg Leu Thr Thr Lys Gly Arg Pro Asp 

555 



560 



Phe Leu Arg He Glu Cys Phe Val Trn a 

^ ys Pne Val Trp Asp Asp Asn Leu Trp Cys His 

570 575 

«. Phe Tyr Are Ph)S B , Ala asp Ala ^ ^ 



585 



590 



Glu Asn Leu Val Arg He Arg Phe Ser Cys Asn Arg 
b95 600 



<210> 35 
<211> 1986 
<212> DNA 

<213> canine distemper virus 

<220> 

<221> CDS 

<222> (1) . . (i 986) 

<400> 35 

igg gga ate ccc aaa aac hrr _ 

48 



atg cac agg gga ate ccc aaa aac tcr ^ 

Met His Ar g Gly „ Pto Lys Z Ser % £ o" S S £ g" 

10 
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20 



25 



30 



tec cga gca cga cac age aca aca tea get cag cga tec acg cac tac 144 
Ser Arg Ala Arg His Ser Thr Thr Ser Ala Gin Arg Ser Thr His Tyr 
35 40 45 

gat cct cga aca teg gac aga ccc gtc tec tac ace atg aac agg acc 192 
Asp Pro Arg Thr Ser Asp Arg Pro Val Ser Tyr Thr Met Asn Arg Thr 
50 55 60 

agg tec cgc aag caa acc age cac aga ttg aag aac ate cca gtt cac 240 
Arg Ser Arg Lys Gin Thr Ser His Arg Leu Lys Asn lie Pro Val His 
65 70 75 80 

gga aac cac gag gee acc ate cag cac ata cca gag agt gtc tea aaa 2 88 
Gly Asn His Glu Ala Thr lie Gin His lie Pro Glu Ser Val Ser Lys 
85 90 95 

gga gcg aga tec cag ate gaa agg egg caa ccc aat gca ate aac tea 33 6 
Gly Ala Arg Ser Gin lie Glu Arg Arg Gin Pro Asn Ala lie Asn Ser 
100 105 110 

ggc tct cat tgc acc tgg tta gtc ctg tgg tgc etc gga atg gec agt 384 
Gly Ser His Cys Thr Trp Leu Val Leu Trp Cys Leu Gly Met Ala Ser 
115 120 125 

etc ttt ctt tgt tec aag get cag ata cat tgg gat aat ttg tea act 432 
Leu Phe Leu Cys Ser Lys Ala Gin lie His Trp Asp Asn Leu Ser Thr 
130 135 140 

att ggg att ate ggg act gat aat gtc cat tac aag ate atg act agg 480 
He Gly He He Gly Thr Asp Asn Val His Tyr Lys He Met Thr Arg 
145 150 155 160 

ccc agt cac cag tac ttg gtc ata aaa ttg ate cct aat get tea ctt 528 
Pro Ser His Gin Tyr Leu Val He Lys Leu He Pro Asn Ala Ser Leu 
165 170 175 

ata gag aat tgt acc aaa gca gaa tta ggt gag tat gag aaa tta ttg 576 
He Glu Asn Cys Thr Lys Ala Glu Leu Gly Glu Tyr Glu Lys Leu Leu 
180 185 190 

aat tea gtc etc gaa cca ate aac caa get ttg act eta atg acc aag 624 
Asn Ser Val Leu Glu Pro He Asn Gin Ala Leu Thr Leu Met Thr Lys 
195 200 205 

aat gtg aag ccc ctg cag tea tta ggg tea ggt agg aga caa agg cgt 672 
Asn Val Lys Pro Leu Gin Ser Leu Gly Ser Gly Arg Arg Gin Arg Arg 
210 215 220 

ttt gca gga gtg gta ctt gca ggt gta get tta gga gtg get aca get 720 
Phe Ala Gly Val Val Leu Ala Gly Val Ala Leu Gly Val Ala Thr Ala 
225 230 235 240 

gca caa ate act gca gga ata get tta cat caa tec aac etc aat get 7 68 
Ala Gin lie Thr Ala Gly He Ala Leu His Gin Ser Asn Leu Asn Ala 
245 250 255 
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caa gca ate caa tct ctt aga acc age ctt gaa cag tct aac aaa get 816 
Gin Ala lie Gin Ser Leu Arg Thr Ser Leu Glu Gin Ser Asn Lys Ala 
260 265 270 

ata gaa gaa att agg gag get acc caa gaa acc gtc att gee gtt cag 864 
He Glu Glu He Arg Glu Ala Thr Gin Glu Thr Val He Ala Val Gin 
275 280 285 

gga gtc cag gac tac gtc aac aac gaa etc gtc cct gee atg caa cat 912 
Gly Val Gin Asp Tyr Val Asn Asn Glu Leu Val Pro Ala Met Gin His 
290 295 300 

atg tea tgt gaa tta gtt ggg cag aga tta ggg tta aga ctg ctt egg 960 
Met Ser Cys Glu Leu Val Gly Gin Arg Leu Gly Leu Arg Leu Leu Arg 
305 310 315 320 

tat tat act gag ttg ttg tea ata ttt ggc ccg agt tta cgt gac cct 1008 
Tyr Tyr Thr Glu Leu Leu Ser He Phe Gly Pro Ser Leu Arg Asp Pro 
325 330 335 

att tea gee gag ata tea att cag gca ctg att tat get ctt gga gga 1056 
He Ser Ala Glu He Ser He Gin Ala Leu He Tyr Ala Leu Gly Gly 
340 345 350 

gaa att cat aag ata ctt gag aag ttg gga tat tct gga agt gat atg 1104 
Glu He His Lys He Leu Glu Lys Leu Gly Tyr Ser Gly Ser Asp Met 
355 360 365 

att gca ate ttg gag agt egg ggg ata aaa aca aaa ata act cat gtt 1152 
He Ala He Leu Glu Ser Arg Gly He Lys Thr Lys He Thr His Val 
370 375 380 

gat ctt ccc ggg aaa ttc ate ate eta agt ate tea tac cca act tta 1200 
Asp Leu Pro Gly Lys Phe He He Leu Ser lie Ser Tyr Pro Thr Leu 
385 390 395 400 

tea gaa gtc aag ggg gtt ata gtc cac aga ctg gaa gca gtt tct tac 1248 
Ser Glu Val Lys Gly Val He Val His Arg Leu Glu Ala Val Ser Tyr 
405 410 415 

aac ata gga tea caa gag tgg tac acc act gtc ccg agg tat att gca 1296 
Asn He Gly Ser Gin Glu Trp Tyr Thr Thr Val Pro Arg Tyr He Ala 
420 425 430 

act aat ggt tac tta ata tct aat ttt gat gag tea tct tgt gta ttc 1344 
Thr Asn Gly Tyr Leu He Ser Asn Phe Asp Glu Ser Ser Cys Val Phe 
435 440 445 

gtc tea gag tea gee att tgt age cag aac tec ctg tat ccc atg age 13 92 
Val Ser Glu Ser Ala He Cys Ser Gin Asn Ser Leu Tyr Pro Met Ser 
450 455 460 

cca etc tta caa caa tgt att agg ggc gac act tea tct tgt get egg 1440 
Pro Leu Leu Gin Gin Cys He Arg Gly Asp Thr Ser Ser Cys Ala Arg 
465 470 475 480 
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acc ttg gta tct ggg act atg ggc aac aaa ttt att ctg tea aaa ggt 1488 
Thr Leu Val Ser Gly Thr Met Gly Asn Lys Phe lie Leu Ser Lys Gly 
485 490 495 

aat ate gtc gca aat tgt get tct ata eta tgt aag tgt tat age aca 1536 
Asn lie Val Ala Asn Cys Ala Ser lie Leu Cys Lys Cys Tyr Ser Thr 
500 505 ~ 510 

age aca att att aat cag agt cct gat aag ttg ctg aca ttc att gee 1584 
Ser Thr lie He Asn Gin Ser Pro Asp Lys Leu Leu Thr Phe He Ala 
515 520 525 

tec gat acc tgc cca ctg gtt gaa ata gat ggt get act ate caa gtt 1632 
Ser Asp Thr Cys Pro Leu Val Glu He Asp Gly Ala Thr He Gin Val 
530 535 540 

gga ggc agg caa tac cct gat atg gta tac gaa ggc aaa gtt gee tta 1680 
Gly Gly Arg Gin Tyr Pro Asp Met Val Tyr Glu Gly Lys Val Ala Leu 
545 550 555 560 

ggc cct get ata tea ctt gat agg tta gat gta ggt aca aac tta ggg 1728 
Gly Pro Ala He Ser Leu Asp Arg Leu Asp Val Gly Thr Asn Leu Gly 
565 570 575 

aac gee ctt aag aaa ctg gat gat get aag gta ctg ata gac tec tct 1776 
Asn Ala Leu Lys Lys Leu Asp Asp Ala Lys Val Leu lie Asp Ser Ser 
580 585 590 

aac cag ate ctt gag acg gtt agg cgc tct tec ttt aat ttt ggc agt 1824 
Asn Gin He Leu Glu Thr Val Arg Arg Ser Ser Phe Asn Phe Gly Ser 
595 600 605 

etc etc age gtt cct ata tta agt tgt aca gee ctg get ttg ttg ttg 1872 
Leu Leu Ser Val Pro He Leu Ser Cys Thr Ala Leu Ala Leu Leu Leu 
610 615 620 

ctg att tac tgt tgt aaa aga cgc tac caa cag aca etc aag cag cat 1920 
Leu He Tyr Cys Cys Lys Arg Arg Tyr Gin Gin Thr Leu Lys Gin His 
625 630 635 640 

act aag gtc gat ccg gca ttt aaa cct gat eta act gga act teg aaa 1968 
Thr Lys Val Asp Pro Ala Phe Lys Pro Asp Leu Thr Gly Thr Ser Lys 
645 650 655 

tec tat gtg aga tea etc 1986 
Ser Tyr Val Arg Ser Leu 
660 



<210> 36 
<211> 662 
<212> PRT 

<213> canine distemper virus 
<400> 36 

Met His Arg Gly lie Pro Lys Ser Ser Lys Thr Gin Thr His Thr Gin 
15 10 15 
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Gin Asp Arg Pro Pro Gin Pro Ser Thr Glu Leu Glu Glu Thr Arg Thr 
20 25 30 



Ser Arg Ala Arg His Ser Thr Thr Ser Ala Gin Arg Ser Thr His Tyr 
35 40 45 

Asp Pro Arg Thr Ser Asp Arg Pro Val Ser Tyr Thr Met Asn Arg Thr 
50 55 60 

Arg Ser Arg Lys Gin Thr Ser His Arg Leu Lys Asn He Pro Val His 
65 70 75 80 

Gly Asn His Glu Ala Thr He Gin His He Pro Glu Ser Val Ser Lys 
85 90 95 

Gly Ala Arg Ser Gin He Glu Arg Arg Gin Pro Asn Ala He Asn Ser 
100 105 110 

Gly Ser His Cys Thr Trp Leu Val Leu Trp Cys Leu Gly Met Ala Ser 
115 120 125 

Leu Phe Leu Cys Ser Lys Ala Gin lie His Trp Asp Asn Leu Ser Thr 
130 135 140 

He Gly He He Gly Thr Asp Asn Val His Tyr Lys He Met Thr Arg 
145 150 155 160 

Pro Ser His Gin Tyr Leu Val He Lys Leu He Pro Asn Ala Ser Leu 
165 170 175 

He Glu Asn Cys Thr Lys Ala Glu Leu Gly Glu Tyr Glu Lys Leu Leu 
180 185 190 

Asn Ser Val Leu Glu Pro He Asn Gin Ala Leu Thr Leu Met Thr Lys 
195 200 205 

Asn Val Lys Pro Leu Gin Ser Leu Gly Ser Gly Arg Arg Gin Arg Arg 
210 215 220 

Phe Ala Gly Val Val Leu Ala Gly Val Ala Leu Gly Val Ala Thr Ala 
225 230 235 240 

Ala Gin lie Thr Ala Gly lie Ala Leu His Gin Ser Asn Leu Asn Ala 
245 250 255 

Gin Ala lie Gin Ser Leu Arg Thr Ser Leu Glu Gin Ser Asn Lys Ala 
260 265 270 

lie Glu Glu lie Arg Glu Ala Thr Gin Glu Thr Val lie Ala Val Gin 
275 280 285 

Gly Val Gin Asp Tyr Val Asn Asn Glu Leu Val Pro Ala Met Gin His 
290 295 300 



Met Ser Cys Glu Leu Val Gly Gin Arg Leu Gly Leu Arg Leu Leu Arg 
305 310 315 320 
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Tyr Tyr Thr Glu Leu Leu Ser He Phe Gly Pro Ser Leu Arg Asp Pro 
325 330 335 

He Ser Ala Glu He Ser He Gin Ala Leu He Tyr Ala Leu Gly Gly 
340 345 350 

Glu He His Lys He Leu Glu Lys Leu Gly Tyr Ser Gly Ser Asp Met 
355 360 365 

He Ala He Leu Glu Ser Arg Gly He Lys Thr Lys He Thr His Val 
370 375 380 

Asp Leu Pro Gly Lys Phe He He Leu Ser He Ser Tyr Pro Thr Leu 
385 ■ 390 395 400 

Ser Glu Val Lys Gly Val He Val His Arg Leu Glu Ala Val Ser Tyr 
405 410 415 

Asn He Gly Ser Gin Glu Trp Tyr Thr Thr Val Pro Arg Tyr He Ala 
420 425 430 

Thr Asn Gly Tyr Leu He Ser Asn Phe Asp Glu Ser Ser Cys Val Phe 
435 440 445 

Val Ser Glu Ser Ala He Cys Ser Gin Asn Ser Leu Tyr Pro Met Ser 
450 455 460 

Pro Leu Leu Gin Gin Cys lie Arg Gly Asp Thr Ser Ser Cys Ala Arg 
465 470 475 480 

Thr Leu Val Ser Gly Thr Met Gly Asn Lys Phe He Leu Ser Lys Gly 
485 490 495 

Asn lie Val Ala Asn Cys Ala Ser He Leu Cys Lys Cys Tyr Ser Thr 
500 505 510 

Ser Thr lie lie Asn Gin Ser Pro Asp Lys Leu Leu Thr Phe lie Ala 
515 520 525 

Ser Asp Thr Cys Pro Leu Val Glu He Asp Gly Ala Thr lie Gin Val 
530 535 540 

Gly Gly Arg Gin Tyr Pro Asp Met Val Tyr Glu Gly Lys Val Ala Leu 
545 550 555 560 

Gly Pro Ala lie Ser Leu Asp Arg Leu Asp Val Gly Thr Asn Leu Gly 
565 570 575 

Asn Ala Leu Lys Lys Leu Asp Asp Ala Lys Val Leu lie Asp Ser Ser 
580 585 590 

Asn Gin He Leu Glu Thr Val Arg Arg Ser Ser Phe Asn Phe Gly Ser 
595 600 605 



Leu Leu Ser Val Pro lie Leu Ser Cys Thr Ala Leu Ala Leu Leu Leu 
610 615 620 
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£ "e TV, c ys c ys g. srg ^ Gln Thr ^ u ^ ^ 

635 64 
Thr Lys val Asp p r „ sla Phe , ys p „ ^ My ^ ^ 



s 
640 



655 



Ser Tyr Val Arg Ser Leu 
660 
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